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NTDB id 1361 HI 0985 AAC22646.1 ..MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYD.............DVAFRQMGWGAIQIRRWFKPEAKFIEPALVWS 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQ.PLLALN...RMKRIG.........PRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFD.....LF...RWKKAGMT....NLGVNKLLKFFRKYDRKISLRQMG..QVAQVKSIPNFIEQYKNQDVKKLRADYKKF 70
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ.....LF...KLKKAGLT....NLNILNIIDYEERTQKSLSLRDMA..VVSKNKKPLIFMEHYKNLDSKALRKEFNRF 69
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE.....IY...KLKKSGLT....NQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHLEKEFKKI 71
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYE.....IY...KLKKSGLT....NQQVLAVLEYGENVDQELLLGDIA..EISGCRNPAVFMERYFQIDDAHLEKEFQKF 71
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE.....IY...KLKKSGLT....NQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHLSKEFQKF 71
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE.....IY...KLKKSGLT....NQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHLSKEFQKF 71
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE.....IY...KLKKSGLT....NQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHLSKEFQKF 71
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYE.....IY...KLKKSGLT....NQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHLSKEFQKF 71
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NTDB id 1361 HI 0985 AAC22646.1 Q.KEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALGIDGH 154
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAH 155
NTDB id 599 KW2 RS05940 WP 021037268.1 ......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGLAKGIDTA 148
NTDB id 407 SMU RS04605 WP 002262865.1 ......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGLARGIDTA 147
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 497 SM12261 RS05565 WP 000705318.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 267 KZH43 RS05590 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 226 SPD RS05990 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 192 SPR RS05715 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 157 SP RS06205 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
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NTDB id 1361 HI 0985 AAC22646.1 CHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEATEKSGSLIT 239
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQI.TENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGSLIT 239
NTDB id 599 KW2 RS05940 WP 021037268.1 SHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYL.AKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLIT 232
NTDB id 407 SMU RS04605 WP 002262865.1 AHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYI.AKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRSGSLIT 231
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.SNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 497 SM12261 RS05565 WP 000705318.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 267 KZH43 RS05590 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 226 SPD RS05990 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 192 SPR RS05715 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 157 SP RS06205 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
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NTDB id 1361 HI 0985 AAC22646.1 ARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHSIHSQTEIDFDQIAVPNYTPPPDPRRLVEAPSHPK 324
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSN.......KPI.........FSLASGKEN 308
NTDB id 599 KW2 RS05940 WP 021037268.1 CERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 CERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.................................... 280
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