
logo MKI LMIVEDDFTVIAESLAVKSELKQKWNHYEGAVI
V
N
VVEQDQFYDYDHIALES IKFNQQTHLQPHQLVLLDINLPHTLNGFHWCQE IRKQKTSNQVP I I F I SSAR I

SDNMDN
NTDB id 124017 SHYC RS00895 WP 039643662.1 MKIMIVEDDFTIAESLVKELQKWNHEAVNVQDYYHIAEKFQTLQPHLVLLDINLPHLNGFHWCQEIRQKSQVPIIFISSASDNMN 85
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSRIDNMD 85
consensus !!!*!!!!!! !!!!! !! !!!* * ! * *! !* *!!*!!!!!!!!!*!!!!!!!!!!! !*!!!!!!!! !!!

logo QI
MMAIQMGAGDDF I EKPFNLKSLTIAMKIQALLRRSTYDFLKSVAENQDSQSLHTVKGCATL I LVDEKAKLLVI

VYQDEQNTI
L
Q
SLSTLTELQI LKQLQLF IQNEDGHKFYV

NTDB id 124017 SHYC RS00895 WP 039643662.1 QMMAIQMGADDFIEKPFNLKLTIMKIQALLRRSYDFKVEQSQLHVKGCALIVDKALLIYQDQTLSLTLTELQILQQLFINEGHFV 170
NTDB id 9 SA RS13865 WP 000697877.1 QIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILKLLFQNEDKYV 170
consensus !*!!!!!!*!!!!!!!!!! !!! !!!!!!!!*!! ! * !*!!!! !!*! ! **!!*! * !*!!!!!!! !! !! **!

logo

N
SRNTATL I EHKCWEQSENF IDDNTLAVNMS

TR I
LRKKLKNETI

LGLVNVDF I IQTKKNVGYKV
NTDB id 124017 SHYC RS00895 WP 039643662.1 NRNTLIEHCWQSENFIDDNTLAVNMSRIRKKLKELGLVDFIQTKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 SRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus ! !!!*!! !!!!!!!!!!!!!!*!*!!!! *!* !!! !!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


