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NTDB id 123891 SXYLSMQ121 RS08935 WP 042362967.1 ..MIQPYIIKKGDMVLQPCNLATGQYEGSYLLRYKADSQIIKERVSKIIDRSCRFYGSSYVFKKEDTMRITGISSKPPIL 78
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
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NTDB id 123891 SXYLSMQ121 RS08935 WP 042362967.1 FTPLFPTYFFPTHSDRKADNTWINIHYVHNIRPLKEKKCKVTFVDNQSIVANISAHSMHHQYLNGIYYYYMMDRAARVAT 158
NTDB id 39 MW RS04875 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 23 SA RS04995 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
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NTDB id 123891 SXYLSMQ121 RS08935 WP 042362967.1 FDPESPIDYTKPQLNIYEALAKYSLFESK 187
NTDB id 39 MW RS04875 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
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