logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1
1191 AAC28468.1 484..945( )

1079 FDQ49 RS11140 WP 022575996.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
123852 FD63 RS19715 WP 047325192.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1
1191 AAC28468.1 484..945( )

1079 FDQ49 RS11140 WP 022575996.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
123852 FD63 RS19715 WP 047325192.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

<0

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1038 HON27 RS01510 WP 000993725.1
1192 PAKAF RS23870 WP 024947914.1
1197 PSJM300 03940 AFN76866.1
1191 AAC28468.1 484..945( )

1079 FDQ49 RS11140 WP 022575996.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
123852 FD63 RS19715 WP 047325192.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

il

i

il

VX

s

(S * ok * % *

§K£é¥%E§¢%Nﬁ ALCA, $A

SNTE VRS ,’ﬁ%qb éFA =S

AN IBNAEALVAGTPSTAGS. . ..
IDTAMTNNALIZFATQAATGYV. . ..
IDTAMTNNALJJATQAATGYV. . ..

kkkokk ok ok ok

R e KYV% Vel ReTanle t%@lﬁﬂééi o KEEY AM l'uB.T.@K.AV |
..... GFTAAT.SVCATY ..S DAFTETDGAGK .TC.TLK..GNPKIATKIME®TR.S............TDGAWTEVSD.
KKEVPL{EVAADANKLGTIA. .. .. KP .DPADEGTADMTLT . FTMGGAGPKNK[EKIMTI®TRTA. . ... ....... DGLIJK[®TSD .
.EGYIGITDS..SYCDVD ..... .. TAAD[@HM. . .EC. TAKGGNAGKFDEKTHMTI®NR . T. ... ... ..... DGEYS[®AST .
.......... SANGLDGKYFAPGGMTVTP.DT[¢A NIAFDAGA.......NAGKT TWTPTVI.......AASGQIST|UT®APGA
.......... AADKVSGKYGDA.. .EIGGTA.PNCTHTYT.FKSSGVSNKLTSTK@MVMNVSETG...........IBWTKNSGT.
...... VASA TIKGKY[QKVEMAKG. . . . . Vll. . . TAQMASTGVNKETQDKKMSIWA . . . . . . . . .. kRQDESMKEFECQPY
...... VASPP DIKGKYWKEVEMKNG.....V .. TATMLSSGVNNEIKEKKESIEWG. .. ... ... .RREN[ESMK|IF®GQPV
.......... DEDINGKYWIQKVT GGTAAAS.GCT VAT .MKSTGVSTGVQEATETI®TL . ........SNADKESNV|T®TSSA
AGGGAG AAAAG QHASKYWKSV. .KVTEASPWDMTMAISATEANGIPTGLDENTEMRISFPLVNK . AVP . AATST[¢AMD|IA[GASAA
...... &ISSVF . TPTKNVANLT.AGTGTVPGQ TMTYTT.A.......AGEGTEAMVPTAAGTALPVSSAPSEPEMNUTEYAQN
.SCV[e VQEISASNATTNVAT ATCGASSA[EQMIMTMDTTK. ... ... AK[ANMTI®TP . . .. ...... TYAS[EAMT\NKOTTT .
............ PAATPNJQS. ATIG. .ANEVETETYTA.A...... . AGEGTEIMTPT.........LQANEDMT|TE®TGG .
............ PAATPNVAS.. AIG. .AN[VETMTYTA.A...... . AGEGTEWVMTPT.........LQANEDMT|ITE®TGG.
* * * * k Xk

149
150
139
153
142
164
166
152
188
168
147
136
136

D AFMIKIZG K¢S
ANGEETHRIETS[Eq

126
138
128
139
128
131
132
137
159
142
135
123
123



[><] e

non conserved
similar
> 50% conserved



