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NTDB id 1306 DR RS10060 WP 027479822.1 DSIIREAALQDASDIHIETTEDAVKVRYRIDGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKK..GS 585
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 DNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHL.YKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTAL.A 199
NTDB id 1468 ASU2 RS05090 WP 014991734.1 DNLFKFCLKQNASDIHFEPQKEKLQIRLRIDGVLHI.YKSLSFSLANRIITRLKLLAKLDISETRLPQDGQFNFKTVT.A 199
NTDB id 1436 BW25113 RS00530 WP 001025145.1 TRTLQSALEQRASDIHIEPADNAYRIRLRIDGVLHP.LPDVSPDAGVALTARLKVLGNLDIAEHRLPQDGQFTVELA..G 162
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVE.TQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.D 264
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIE.IQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.D 264
NTDB id 1293 VP RS12240 WP 005479695.1 NQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIE.TQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.D 264
NTDB id 1110 NGFG RS09235 WP 003689817.1 HKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLRE.VVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGG 255
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHE.VATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.S 273
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRL.IATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.S 268
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQ.IANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.S 268
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NTDB id 1028 TT RS08215 WP 011173991.1 IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATP 668
NTDB id 1306 DR RS10060 WP 027479822.1 IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKP 665
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NTDB id 1436 BW25113 RS00530 WP 001025145.1 NAVSFRIATLPCRGGEKVVLRLLQQVGQALDVNTLGMQPLQLADFAHALQQPQGLVLVTGPTGSGKTVTLYSALQKLNTA 242
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTS 344
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 RAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTI 353
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTE 348
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 EKKIISAEDPIEYKIPLVQQILLNSKVGVEFNSVLRAILRQDPDIIMIGEIRDEESLDIALKASLTGHLLLSTLHTNDAL 390
NTDB id 1028 TT RS08215 WP 011173991.1 DKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAA 748
NTDB id 1306 DR RS10060 WP 027479822.1 EKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAP 745
NTDB id 1355 HI 0298 AAC21962.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1366 NTHI RS01950 WP 011271972.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDAL 359
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTFLRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAP 359
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NTDB id 1110 NGFG RS09235 WP 003689817.1 SVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAP 415
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAA 433
NTDB id 1018 ACIAD RS01685 WP 004920473.1 HANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAA 428
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAP 428
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..GCD..ECY.QGYRGRIGVYQCLSRTAK............KFDKQTA.YLDFSSLRESAKQKIEQQLTNETEVDRVLGY 460
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