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NTDB id 1169 A1552VC RS11075 WP 000648511.1 ........... MKATQTLPEKNMRMK NSNI
NTDB id 1402 DSB67 RS12670 WP 010643257.1  ............ MKTIMPQEKNMRMKEMN S S(e
NTDB id 1112 NGFG RS09215 WP 003689811.1  ...... MAKNGGFSLFIMKKEKRIAT RHSASDL
NTDB id 1113 AAA85695.1 219..1451(C ) ...... MAKNGGFSLFEKKEKRIAT RHSASDL
NTDB id 123555 FE36 RS14125 WP 047340536.1 MSVARSAIKKQPVDRNTSM QTIAI IRGAUK
NTDB id 1252 GC0O85 RS07730 WP 011213805.1  ............ MDKNI LTiaH AQ
NTDB id 1198 PSJM300 03950 AFN76868.1  ............ MAQKINIKNSVIT QEAlN.
NTDB id 1016 ACIAD RS01680 WP 004920476.1  ........... MAAKKTQVMP VISA INGIIK B
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ........... MAVKKQM PTIgA KV.
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 KIDEEMEET jn:ieisy.unll A
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IADIT FTRQ ATM
NTDB id 1112 NGFG RS09215 WP 003689811.1 IDDIT FTRQL TM KAG PL QAFEIVA
NTDB id 1113 AAA85695.1 219..1451( ) JADIT FTRQL TM [AG PL QAFEIVA
NTDB id 123555 FE36 RS14125 WP 047340536.1 K IF RQ ATM K GVP V EI EGHISNPiIM
NTDB id 1252 GC085 RS07730 WP 011213805.1 I\DIT F RQLATM G PLVQAF QSKRL
NTDB id 1198 PSJM300 03950 AFN76868.1 WIDIEY FTRQ ATM KAGVPL Q F I
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IID T\ FTRQLATM KAGVPLVQAFEIVAEGIRXNPEM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IIDIT FTRQLATM KAGVPLVQ FEIVAEGI®RXNPEM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 |MP ENIF AR ERN 650 () 1R Al KALYPV Q H
NTDB id 1402 DSB67 RS12670 WP 010643257.1 A
NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK I\ |J4K KWNALWY PRIV ISWUIGAELPIQRT QEyV D
NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK ISWUIGAELPAJRT QEyV D
NTDB id 123555 FE36 RS14125 WP 047340536.1 IL, VATYKE%ELKKIKKA Faz A M| R
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALpYPpwiVv E
NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK ERLKINKIKKA NYPpgAv E
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FIRIFGA LPAFTQ V NNEIN
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK EMLK[NKIKKA J4YPLW§V FISJFGA LPAFTQ V NMSIY
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NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1 MK WWTIAR RTWNATIMFAAGVPLVDELMSTAGARGN
NTDB id 1113 AAA85695.1 219..1451( ) ¢ IMK GNTAR RTENATIMFAAGVPLVDYY A
NTDB id 123555 FE36 RS14125 WP 047340536.1 - l 130 - P\LARF RTATFAGVPLV ALAGATGN
NTDB id 1252 GC085 RS07730 WP 011213805.1 [SIYF YERNEEIL EgA Q T} INKAP\TARF RTL MTFAAG PLV ALISSIYAGATGN
NTDB id 1198 PSJM300 03950 AFN76868.1 A FQUAENR SID FRIWWHDRL MK B ARF RTL TTFAAGVPLVDALMSWMAGATGN
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKANIAR BRTLATTFAAGVPL DALSTAGATN
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MKANMIAR BRTLATTFAAGVPL DALISTAGATNN
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1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

123555 FE36 RS14125 WP 047340536.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
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1252 GCO085 RSO7730 WP 011213805.1
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1016 ACIAD RS01680 WP 004920476.1
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