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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
NTDB id 498 SM12261 RS01980 WP 000282464.1 .MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGKLAESLASYATKGSLISVDGELRTRRF 82
NTDB id 526 SMSK321 RS08825 WP 000282440.1 .MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
NTDB id 158 SP RS09595 WP 000282442.1 .MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
NTDB id 268 KZH43 RS08520 WP 000282467.1 .MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
NTDB id 227 SPD RS09110 WP 000282467.1 .MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
NTDB id 193 SPR RS08685 WP 000282467.1 .MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGER..EADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRF 82
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGER..QADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTRHY 82
NTDB id 409 SMU RS08940 WP 002263454.1 .MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDGEK..QADFVNVVLWGRLAETIASYGSKGSLISLDGELRTRKY 82
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNY 82
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSY 82
NTDB id 123525 BRLA RS15195 WP 003337095.1 .MLNRVVLIGNLTRDPELRYTPNGVAVATFTLAINRSYSGSNGEK..ETDFINIVAWRQLADLCANYLAKGKKAAVDGRLQTRSY 82
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNY 82
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NTDB id 1103 NMB RS07590 WP 002212976.1 QGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYEE.........GYGQSQEAYQRPAQQSRQPASDAPSHPQEAPAAPR 155
NTDB id 1131 NGFG RS05740 WP 003695064.1 QGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYDE.........GYGQSQEAYQRPAQQSRQPAPDAPSHPQEAPAAPR 155
NTDB id 498 SM12261 RS01980 WP 000282464.1 EK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 526 SMSK321 RS08825 WP 000282440.1 EK.NGQMNYVAEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 158 SP RS09595 WP 000282442.1 EK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 268 KZH43 RS08520 WP 000282467.1 EK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 227 SPD RS09110 WP 000282467.1 EK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 193 SPR RS08685 WP 000282467.1 EK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG.................................................. 116
NTDB id 583 DLJ51 RS09560 WP 002962590.1 EK.DGQTHYVTEILAQSFQLLESRAQRALRENNGA.................................................. 116
NTDB id 409 SMU RS08940 WP 002263454.1 EK.DGVTHFVTEVLGHSFQLLESRAQRAMRENNSE.................................................. 116
NTDB id 624 LCA RS00040 WP 011373726.1 ENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.......QQSGFTSPQQTGNAPAANN...TQADPFA.. 155
NTDB id 112 BSU 36310 NP 391512.2 ENEEGVNVYVTEVLADTVRFMDPKPREKAAD...................................................... 113
NTDB id 123525 BRLA RS15195 WP 003337095.1 ENKEGKKVYVTEVVADNVQFLSSQGSEPSGN......................................KKSG...PSNDPFA.. 124
NTDB id 113 BSU 40900 NP 391970.1 ENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS...FNDDPFA.. 157
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NTDB id 1103 NMB RS07590 WP 002212976.1 RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPVPAAAPVEDIDDDIPF 174
NTDB id 498 SM12261 RS01980 WP 000282464.1 ....QDLADLVLEEEELPF 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 ....QDLADLVLEEEELPF 131
NTDB id 158 SP RS09595 WP 000282442.1 ....QDLADLVLEEEELPF 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 ....QDLADLVLEEEELPF 131
NTDB id 227 SPD RS09110 WP 000282467.1 ....QDLADLVLEEEELPF 131
NTDB id 193 SPR RS08685 WP 000282467.1 ....QDLADLVLEEEELPF 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ....SDLTDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 ....NDLADLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 ....NNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................... 113
NTDB id 123525 BRLA RS15195 WP 003337095.1 ....DTGKPINISDEDLPF 139
NTDB id 113 BSU 40900 NP 391970.1 ....NDGKPIDISDDDLPF 172
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