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NTDB id 123517 BRLA RS06400 WP 003338324.1 FGIGVHLALRIYQAYKHNTMTVLTETPYKLIEDVQGIGFKRADEIALSTGIAASSQERVMAACLYVLQEAGYSEGHVYFPHEELI 253
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NTDB id 123517 BRLA RS06400 WP 003338324.1 ARAISLLTECGG..HVFEAEDVKGAIEQLVMDNKVHWEEERVYLPSLFFAEIGLAKRLHYFASR.ENPDSYPASEFYQAIGKVEE 335
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NTDB id 123517 BRLA RS06400 WP 003338324.1 VQLTEIYRQAEESSIIRLAHDIRAGKVPQDLLAPTQDRRFFTTSPQNVVEVVKQICSSSVNKGYTAKDIQVLAPVYKGVAGVNHI 589
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
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NTDB id 123517 BRLA RS06400 WP 003338324.1 NEELQLLFNPPSDQKREVTFGETVFRVKDKVLQLVNNADEQVFNGDMGEVVAIFRPTENEENEEQLVVSFEGREVVYRRSQYHQL 674
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF 679
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NTDB id 123517 BRLA RS06400 WP 003338324.1 TLAYCCSVHKSQGSEFPIVILPLVRNYYRMLRRKLIYTGVTRSKSFLLMCGDPDAFRIAVQNDEEGIRYSYLQDRLRLYG..... 754
NTDB id 355 BSU 27480 NP 390625.1 THAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA 764
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