
logo MMKVLLKGQTLLALMI SLSLSSLLLLS I SHFYVQIQTQNQHQMLLHLKLQAELQRTLQL IGKDLRRLGFRALNAKLTESNLSLFEL
NTDB id 123503 H733 RS07605 WP 038440113.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQQMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNLSLFEL 85
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNLSLFEL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DEQGTAI F I SQEDNAPPNSCVLFFYDLNKNGC IGKGSPKTCMKKNGKNTSKSSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC
NTDB id 123503 H733 RS07605 WP 038440113.1 DEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSPKTCMKNGKNTSKSSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC 170
NTDB id 1351 HI 0939 AAC22603.1 DEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSPKTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQSVIPTNCTAETC 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KRAFQQTACNAGGGWADLLDNNEYE ITKRLQFNWL I EGKGLE IKLKGNLKQATPSNI SYETSLVVAVLWNQK
NTDB id 123503 H733 RS07605 WP 038440113.1 KRAFQQTACNAGGGWADLLDNNEYEITKLQFNWLIEGKGLEIKLKGNLKQASNISYETSLVVALWNQK 238
NTDB id 1351 HI 0939 AAC22603.1 KRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!! !!!!!
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