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NTDB id 123495 H733 RS03855 WP 038439634.1 NSLRKLTDQALALLDKVKIAEILPNEFNPHQYSLKEALRLL.HRP...................PPDISLEMLEQGKHPA 220
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .............................MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQWLACGLKPE 51
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 ......................MITILSSHHYHTIKVWYVLQHSL.SGFKKLIHYFGD.CETALQPQRLSDWQKLGLHAN 56
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NTDB id 123495 H733 RS03855 WP 038439634.1 QQRLIFEELLAHNLAMQKVRLGTQQFSALPLHYQTDLKQRFLATLPFQPTNAQKRVVLDIEQDLIKDYPMMRLVQGDVGS 300
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QLVFLTT.............QAAKQAEQCL.QWRSAANNRYIVTP.HCPLYP..RLL.....KEINSSPPVLFIEGIWEA 109
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NTDB id 123495 H733 RS03855 WP 038439634.1 GK.TLVAALAALTAIDNGKQVALMAPTEILAEQHANNFRRWFEPFGI..EVGWLAGKVKGKSRQAELEKIKTGAVQMVVG 377
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VHDPAVAIVGSRNASVDGRQIA.............RQFATELAQSGLVVTSGLALG.IDGYAHDGALQA..QGQTVAVLG 173
NTDB id 1043 H0N27 RS16615 WP 168727007.1 LLQPQIAIVGSRKPSPHGRQVA.............YDFAYYLSEKGFFISSGLAYG.IDEAAHQGASTH...QRTIAVTG 180
NTDB id 1073 ABD1 RS00865 WP 015451369.1 LLQPQIAIVGSRKPSPHGRQVA.............YDFAYYLSEKGFFISSGLAYG.IDEAAHQGASAH...QRTIAVTG 180
NTDB id 1021 ACIAD RS00975 WP 004930462.1 LIQPQIAVVGSRKPSPHGRQVA.............YDFSYFLSEKGFYITSGLAHG.IDEAAHQGSLVH...HRAIAVVG 180
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NTDB id 123495 H733 RS03855 WP 038439634.1 THALFQEEVEFSDLALVIIDEQHRFGVHQRLMLREKGEKAGFYPHQLIMTATPIPRTLAMTVYADLDTSIIDELPPGRTP 457
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SG....................................LAQVYPKQHQGLA........E.RIIAQ.GALVSEFAPHTPP 207
NTDB id 1043 H0N27 RS16615 WP 168727007.1 TG....................................LDTTYPAQNKKLA........E.HILAKNGAIITEFLPGTPP 215
NTDB id 1073 ABD1 RS00865 WP 015451369.1 TG....................................LDTTYPAQNKKLA........E.YILAQNGAIITEFLPGTPP 215
NTDB id 1021 ACIAD RS00975 WP 004930462.1 TG....................................LDLCYPSGNKALK........Q.HIRDQGGAIVSEFLPGTPP 215
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NTDB id 123495 H733 RS03855 WP 038439634.1 ITTVVVSEER................R.............AEIVMRVKNACVNEKRQAYWVCTLIDESEVLEAQAAEAIW 508
NTDB id 1152 A1552VC RS00200 WP 000654772.1 KADHFPRRNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGS..NQLIRQGACL.VQSVQQIH 284
NTDB id 1043 H0N27 RS16615 WP 168727007.1 LQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGC..HQLIREGAIL.IDHPEQII 292
NTDB id 1073 ABD1 RS00865 WP 015451369.1 LQQHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGC..HQLIREGAIL.IDHPEQII 292
NTDB id 1021 ACIAD RS00975 WP 004930462.1 LQAHFPRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGC..HQLIREGAIL.VDHPEQII 292
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NTDB id 123495 H733 RS03855 WP 038439634.1 EDLTKALPMLNIGLVHGRM.........KPQEKQDV.....MMRFKNAELDLLVATTVIEVGVDVPNASLMIIENAERLG 574
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QELKNALTWSLSEQVPYQATLFSAVQ.SDEELP..FPELLANVGIEATPIDILASRTQIPVQ..DIMMQLLE...LELLG 356
NTDB id 1043 H0N27 RS16615 WP 168727007.1 EDLALPTQWQSQQQNQT.....EETNTNTPEIPEHLIDLYQSLDWVGQNIDQLVVHHNIPVS..ELTSSLME...LELLG 362
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