
logo MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDI EPESAYHLEGKRQLYVWLKTQRASP I LEPYIRTI
NTDB id 123395 BSUA RS06360 WP 010886479.1 MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLKTQRASPILEPYIRTI 85
NTDB id 123 BSU 11530 NP 389035.1 MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLKTQRASPILEPYIRTI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGI IPQWIMGYSRLKRTASSFYQLSTFHWQF INASPYREL ICYCPER
NTDB id 123395 BSUA RS06360 WP 010886479.1 NQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTFHWQFINASPYRELICYCPER 170
NTDB id 123 BSU 11530 NP 389035.1 NQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTFHWQFINASPYRELICYCPER 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RSFLRLSHI IPFYTNHSYSSVQTIP IHRAGAGDLFFTEPKPS IQYSGWTKAIHRFRHKPHRFNSKETNRLRLLFYEKRQTPFSFL
NTDB id 123395 BSUA RS06360 WP 010886479.1 RSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRLRLLFYEKRQTPFSFL 255
NTDB id 123 BSU 11530 NP 389035.1 RSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRLRLLFYEKRQTPFSFL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAP IRFSAVLQQCKLHIHNKNIALRSECSEECLSEAVKQYIDFLCKKGFL
NTDB id 123395 BSUA RS06360 WP 010886479.1 PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNKNIALRSECSEECLSEAVKQYIDFLCKKGFL 340
NTDB id 123 BSU 11530 NP 389035.1 PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNKNIALRSECSEECLSEAVKQYIDFLCKKGFL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RETQKEVYVLNQPAGGIHSMQDL I ERDRSCF I E
NTDB id 123395 BSUA RS06360 WP 010886479.1 RETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
NTDB id 123 BSU 11530 NP 389035.1 RETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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