
logo MKNI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFYKPDKAKQF ITFLYGSFVSTVAGLFYKEHFKPNSKI

V
I
L
I
VENKKLQSRFYKSQAI LKSALRAKEMLGEKFIDLASFAS

NTDB id 123175 CAQ16704 RS06240 WP 039667377.1 MNIFINLPTWLGDAVMASAAIYAIKEKYPKAKFTFYGSFVSVGLYKHFKNSKVLVENKKQRFSQILKARAMLGEFDLAFS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus ! !!!*!!!!!!! !!!!*!*! !!!*** ! ! !!!!!! *!*!*!*!!!***!!! !* ! ! ! !! !! !

logo FRSAFSSKI I LHKI
L
I
LKTKKQRFYCFFDNKENI

K
L
YKEEHQVLKYLNYF I EKNSLDSFIKAHNFSKNDLKLPFIKALKFQNPL I LRNTGTKRKI LG I

LNAPGA
NTDB id 123175 CAQ16704 RS06240 WP 039667377.1 FRSAFSSKIILKLIKTKKRFCFNKEILKEEHQVLKYLNFIEKSLDFKANSNDLKLPIKAK........TTRKILGINAGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!***!!! !**! ! !!!!!!!!!! !!! !! !!* !!!!! ! !******** *!!!!*!*!!

logo

H
SFGSAKRWDEATDSYFAEKVAKLANFSQSSTHDQI L I FGAVEGKASEQRE I

LCENE IYNQI
MLKLENEQGNIKVKNLCGNKTSTI FKTLCKQNIASFMCLDLFL ITNDS

NTDB id 123175 CAQ16704 RS06240 WP 039667377.1 HFGSAKRWETDYFAEVAKAFSSTHQILIFGVE.SEREICEEIYNMLLNEGIKVKNLCGKTSIFTLCKNISMLDLLITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!!* !!! !! !! *! !!!!! * ! !*! !!!**! !!!!!!! !!*! !!! !! *!! !!!!!

logo GPMHI
L
G
SAAVYGKVKTVAI FGPSTKRFNTQTSPWQENENAKI

L
A
VHLDLACMPCMQKKTCPLEKHHKCMKDLKPEKI

KVI ENLQAKNTFLFLKNSHL
NTDB id 123175 CAQ16704 RS06240 WP 039667377.1 GPMHIGAAYGVKTVAIFGSTRFNQTSPWQE.NAKIAHLDLACMPCMQKKCPLEHHKCMKDLKPKIVINLAKTFF..... 304
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* ! ! !!!!!!!!*!*! !!!!!! *!!!* !!!!!!!!!!!! !!! !!!!!!!!!! !! !! *****

X non conserved
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X ≥ 50% conserved


