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NTDB id 123017 BMMGA3 RS14560 WP 003346477.1 MKAINFDTKTLDQILEKMIDTVVNSKDEIFRISEQCRKDYETLTDELKDVKQMVLQTIAEGDRLEVQARLARKRLSEVSM 80
NTDB id 130 BSU 35500 NP 391430.1 MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVSR 80
consensus ! !*! !! !! !!* !! !!!!*! ! !!*! !! ! *!!! *!! ! ! !!*!!!! !*!! !!!!!!
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NTDB id 123017 BMMGA3 RS14560 WP 003346477.1 HFKDYTEEEVRDAYEKAHNLQMDLTMNRQLEKQLRRRRDEIERRLAGLTETIERADYLISQITIVLNYLMSDLKQVGEVL 160
NTDB id 130 BSU 35500 NP 391430.1 NFHRFSEEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLLL 160
consensus *!* **!!!*! !!!!!! !!**!!! ! !!!!! !!!**!!!! !! ! !!! * !*!!!!*!!!!! !!* !! *!
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NTDB id 123017 BMMGA3 RS14560 WP 003346477.1 ENAKQKQDFGLKIIEAQEEERKRLSREIHDGPAQMLANVMMRSDLIERIYKERSAEEAIDEIRNLKRMVRSALYEVRRII 240
NTDB id 130 BSU 35500 NP 391430.1 ADAQAKQDFGLRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRII 240
consensus ! !!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!***! !!** !!*!!* !! !!!!!!!!!
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NTDB id 123017 BMMGA3 RS14560 WP 003346477.1 YDLRPMALDDLGLVPTLRKYLQTIEEYHNRTKIYFFNIGE..DKRLPAKYEVALFRLVQESVQNALKHADASEIQVKLEI 318
NTDB id 130 BSU 35500 NP 391430.1 YDLRPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVEI 320
consensus !!!!!!!!!!!!!*!!!!!!! ! !!!* * !!*! *!!!**! !!** *!!!!!!! !! ! !!!!! * !! !!*!!
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NTDB id 123017 BMMGA3 RS14560 WP 003346477.1 NKSHVNVVIKDNGKGFDTNE...KKPESFGILGMKERVDLLEGEISIHSKIGAGTVIIIQVPLK. 379
NTDB id 130 BSU 35500 NP 391430.1 TKDFVILMIKDNGKGFDLKEAKEKKNKSFGLLGMKERVDLLEGTMTIDSKIGLGTFIMIKVPLSL 385
consensus ! *! **!!!!!!!!! !***!!* !!!*!!!!!!!!!!!! **!*!!!! !! !*! !!! *
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