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NTDB id 32 MW RS07995 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 16 SA RS07765 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 123004 BMMGA3 RS11165 WP 004435635.1 ....MKNEKGFTLIEMLIVLLVISILLIITIPNITKHNDNINNKGCEAFIKMVQAQVQAYEIEHKVYPQSVKDLISKGYL 76
NTDB id 98 BSU 24710 NP 390351.1 .....MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYV 75
consensus ****** *!!!*!!!*!!**!!*!!** !!!* !* **!** !! ****!!* !**!* **!*****!**!!* *!**
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KEAKDEQADKKVTCKPNSGEKERTVI IT I STGNGVEVAAKVAVEKNEHGSS

NTDB id 32 MW RS07995 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN.... 103
NTDB id 16 SA RS07765 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN.... 103
NTDB id 123004 BMMGA3 RS11165 WP 004435635.1 NEKEDKCPNGKEVIITNGVAAVKEGSS 103
NTDB id 98 BSU 24710 NP 390351.1 K.KDAVCPNGKRIIITGGEVKVEH... 98
consensus ** ***!* ! ** !**!*** *
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