
logo MERKIKVCVAVDDNRELVGSLLESEYI ESGSQDEDMEVI
VGVAHYNGQECLDSLFLEKEKVDPDVLVLDI IMPHLDGLAVLERLRETLSDKKLKNKPLQP

NTDB id 123002 BMMGA3 RS10925 WP 004435551.1 MRKIKVCVVDDNRELVGLLEEYISSQDDMEVVGVAHNGQECLDLLEEVDPDVLVLDIIMPHLDGLAVLERLRTLKKNPLP 80
NTDB id 89 BSU 24220 NP 390302.1 MEKIKVCVADDNRELVSLLSEYIEGQEDMEVIGVAYNGQECLSLFKEKDPDVLVLDIIMPHLDGLAVLERLRESDLKKQP 80
consensus ! !!!!!! !!!!!!! !! !!! !*!!!!*!!!*!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!! * !

logo NVIMLTAFGQEDVTKKAVDLGASYF I LKPFDMENLAVGNHIRQVNSGNASNSSTLVI
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NTDB id 123002 BMMGA3 RS10925 WP 004435551.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLANHIRQVNGNSNTLIRKSSAP....SLRPQTEQKPKNLEASITSI 156
NTDB id 89 BSU 24220 NP 390302.1 NVIMLTAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNASSVTHRAPSSQSSIIRSSQPEPKKKNLDASITSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !! ** ** * ***** *!*!*!*!!!*!!!!!!

logo IHE IGVPAHIKGYLYLREAI SMVFYNDI ELLGS ITKVLYPDIAKKFYNTTASRVERAIRHAI EVAWSRGNIDS I SSLFGYTV
NTDB id 123002 BMMGA3 RS10925 WP 004435551.1 IHEIGVPAHIKGYLYLREAISMVFNDIELLGSITKVLYPDIAKKYNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 236
NTDB id 89 BSU 24220 NP 390302.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SMS
TKAKPTNSEF IAMVADKLRLEHKRAS

NTDB id 123002 BMMGA3 RS10925 WP 004435551.1 SMSKAKPTNSEFIAMVADKLRLEHRAS 263
NTDB id 89 BSU 24220 NP 390302.1 SMTKAKPTNSEFIAMVADKLRLEHKAS 267
consensus !!*!!!!!!!!!!!!!!!!!!!!!*!!
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