
logo MIGDQRI
VKKQLYRKLEKGQMYSLSELAEKQAGVAKSYLSAS ILERNLQRTNPS IQFLEKI
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GVLDNVPS IVDHHTL ILDLEKQHPETENYDKEGDQLDSEWEMK

NTDB id 122998 BMMGA3 RS08205 WP 004434169.1 MIGDRVKKLRLEKQMSLSELAEQAGVAKSYLSALERNLQRNPSIQFLEKIAGVLNVPIDHLILEQP...NKEDLDSEWMK 77
NTDB id 81 BSU 24610 NP 390341.1 MIGQRIKQYRKEKGYSLSELAEKAGVAKSYLSSIERNLQTNPSIQFLEKVSAVLDVSVHTLLDEKHETEYDGQLDSEWEK 80
consensus !!! !*! ! !! !!!!!!! !!!!!!!!! *!!!!! !!!!!!!!!* *!! !****!* ! *** !!!!! !
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LVKRDEAMETSGVSKEKQFREFLDEFYQYKWKRKMNSQKNEKE

NTDB id 122998 BMMGA3 RS08205 WP 004434169.1 IVKEAMESGVSKEQFREFLEFYKWKMNQNKE 108
NTDB id 81 BSU 24610 NP 390341.1 LVRDAMTSGVSKKQFREFLDYQKWRKSQKEE 111
consensus *!**!! !!!!! !!!!!!** !!* ! !

X non conserved

X similar

X ≥ 50% conserved


