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NTDB id 122993 BMMGA3 RS05030 WP 185762575.1 MKGAYHLNRKNRSHPPLHSTVENLAQAIFTVNRHAKTAPNPKYLYKLKHEALKKMISEGKAKKVGLHFSQNPKLCQQQSA 80
NTDB id 88 BSU 14020 NP 389285.1 .......MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSD 73
consensus ******* * ***!**!!!!! !**!!!!!!!!!!!!!!!! !!* !! !** !!!*!!*!!!!! !!* *!!!!
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NTDB id 122993 BMMGA3 RS05030 WP 185762575.1 VLVVCGNYSFHIPPSKNDMKLLPHLGHLNQNVRNPKSRLSLNQAKKLLQSYTGLKEINTEPNNKTRSYQKPVFKKLGESY 160
NTDB id 88 BSU 14020 NP 389285.1 VLISIGDYYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESY 153
consensus !!* *! ! !!*!!*! ! *!!!!!*!!! !!!! *!! !!*!!! ! !*!! * !! * !*!!!!!!!!!!!
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