
logo ME I ER INEHNTVKFYI
MSYGVDI EDERGFDREE IWYNRERSEELFWEMVMDEE I

VHEQEEDEFAVEGPLWIQVQALDEKGLE I ILVTKAQL
NTDB id 122990 BMMGA3 RS04465 WP 004433611.1 MEIERINENTVKFYISYVDIEERGFDREEIWYNRERSEELFWEMMEEIHQEEDFAVEGPLWIQVQALEKGLEILVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!*!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!!!!*!*!*! !!*!!!!!!!!!!!!!!*!!!!!*!!!!!!

logo SKDGQKFLELP IPDEDEKFKQRDEQPAVDSEDR I
L
D
E
A
DLLDQDHFHQKPEKEI EQAEVNDQEGEIDKDEGQKNLDQFLVLRTFGTDFEDLVI SLSKRLNNTELVDNGSLSEKTKTLFYSF

NTDB id 122990 BMMGA3 RS04465 WP 004433611.1 SKDGQKFELPIPDEKFRDQPVDERIEDLLDQHFHPKIEEVNDGIDDGNLDFLLTFTDFEDLISLSRNTELDSLETKLFSF 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQE.PASEDLDALLD.DFQKEEQAVNQEEKEQKLQFVLRFGDFEDVISLSKLN.VNGSKTTLYSF 157
consensus !!!!!! !!!!!**! **! ! ** !!!**!** !! * ! !*! ! !!!!*!!!!* ** ! !*!!

logo EGNKRYYLYI
V
D
EFCPENEMEYETDEDEE I

V
D
ENQVLSFI LLEFYAGTEASSYI

T
S
TIHRLVEEYGKLQI I STEHDHAVFLERTIKRKQHYFATS

NTDB id 122990 BMMGA3 RS04465 WP 004433611.1 EGKYYLYIEFPEEEYEEDEIDNVLSFLLEFGTEAYTTIHRVEEYGKQIITHDVFRTIRQYFT. 222
NTDB id 84 BSU 11520 NP 389034.1 ENRYYLYVDFCNM..TDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus ! *!!!!**! ** **!**! !! !!!**!! *!!!*!!!!! !!*** !!* *! *

X non conserved

X similar

X ≥ 50% conserved


