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LA A0 NOR T AU DS R LY T

MKKILL\YV LG AL[Y CAEMISGTRIDKDAQITQDWJEVEKLYAEAQDELNSSNYTRAVKLYE LESRFP[NERNMAQQ QLDTA
MKKILLTVSLGLALSACATHQGTWMDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA
MKKILLTVSLGLALSACATHQGTEDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAIMQSQLDTA

Vg A | L LSS SRR A B

YAYYKD E KALAA ERF[NRLHPQHPNMDYALYL GL LFNEDIYSFLNKLASQDWSDRDPKANREAYQAFAELVQR P
YAYYKDDEKDKALAAI RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN
YAYYKDDEKDKALAATIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN

)0l HLVDAL N VAR A0 A R s TR AR ke L AT

SKYU A BQIMIBKLVDAL GNEQSVARYYEWKRGAJsl AAANRAQRITYN¢ QNTR QEE LAI E Y K N QLABDTRR
SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRILAADTRR
SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTAAANRAIMKIIGSYQNTRYVEESLATILELAYKKLDKPQLAADTRR)
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X non conserved
B similar
>507% conserved
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