
logo

MNVMNSTI
K
F
Y
K
E
LFHQYW

Y
K
Q
A
G
K
R
SNAPRFLGQNQKQSTKGI

R
S
L
Q
I
I
LAEQDNSTHRKAEQEVQLAEHKQFKRQLLQIAQSKRGLYQSTDQHLIRSKI

L
S
Q
Q
R
H
NFWAQLFAPGRTAAQKPKAKNDESE INTSEQFL IMLAQNQLALTL ILNQASAKSVIPFLKNQASLMVQI

M
Q
L
L
Q

NTDB id 1356 HI 0297 AAC21961.1 .MTKKLFYYQASNPLNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSAIPLKNSLQILQ 84
NTDB id 1367 NTHI RS01945 WP 011271971.1 .MTKKLFYYQGSNALNQKQKGSIIADTKQQAHFQLISRGLTHIKLQQNWQFGAKPKNSEISELLNQLATLLQSVIPLKNSLQILQ 84
NTDB id 122844 ACEE RS05210 WP 039197143.1 MVSIFEFHWKAKNRFQQKQSGILLAQNHAEAEQKLLAKGYQDIRIQRNFAFARQPKADEITQFIAQLALLINASIPFKQALMMQQ 85
NTDB id 1385 A4U84 RS08520 WP 005711777.1 MNNIYEFQWKGRNRFGQKQTGRQLAESREVLEKRLQQKGYSQLSISRHFALPTAPKKEEINQFMQQLALLIQAKIPLKQSLVMLL 85
consensus *** * !** **!* *!!!*!***!*********!***! ****** ** ****!!**!!* **!!! !** !!*!**!****

logo

E
Q
T
NCQTNQRIKMTVFLNYEKQRWQLLQEAERTL INLARQALSVITEASGFYLSALFSAVQSAFLIAKEKQLQGCKYFILNSTKPQQE IQL IKRQI

M
V
A
GEQTMS

TGNKLAGLTVI
VCLDTKKNLIAKQTRTHRESKQSELAKLATQKRKI

V
L
K
R
QKI LMF

LYPLVSFIMI
VL

NTDB id 1356 HI 0297 AAC21961.1 QNCTQIVLNEWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQKIMLYPSMVL 169
NTDB id 1367 NTHI RS01945 WP 011271971.1 QNCTQIMLNKWLERLLQSIESGLAFSQAIEQQGKYLTQQEIQLIQVGEMTGKLAVVCKKIATHRSQSLALQRKLQKIMLYPSMVL 169
NTDB id 122844 ACEE RS05210 WP 039197143.1 ENCTNIKLYQWLLALNAAVTSGYSFSASLAKLGCYFSKQEIQLIRIGEQSGKLGTVLDNLAKTRSQSEKLTKKVRKIMFYPLIVL 170
NTDB id 1385 A4U84 RS08520 WP 005711777.1 ETCQNRTFYRWQQETIRLIEAGFALSVAFKKQGKYINPQEIQLIKMAETSGNLGLILTNIAQRREKSEKLAKKIKKILFYPVFIL 170
consensus *!***** *!**********!***!**** *!*!***!!!!!!***!**!*!***** *!**!**! !**!**!!* !!***!

logo

A
V
GI SCILTVLLSTI

L
G
L
ALLVLF IAVPQFADELMYGMSDSGKNAGNKQAESLPLWTLITESALI LFLS ILSAHNFLQRKHQSNGI ILGFTI LCILCIFLSFCGVI

V
L
L
V
S
A
C
F
M
F
G
L
L
M
F
I
L
Y
F
H
Y
C
I
F
F
L
Y
A
N
LKKRFTQDGTLNWI

L
F
H
K
T
Y

A
R
Q
C
L
K
Q
K
F
M
N
I
R
Q
I
L ILSHYI ITPFI LF

NTDB id 1356 HI 0297 AAC21961.1 GISLLLTLALLLFIVPQFAEMYSGNNAELPTITAILLSISNFLKQNIGILLFFVLSFFLFYYFYLKRQTWFYQKKNQLISITPIF 254
NTDB id 1367 NTHI RS01945 WP 011271971.1 GISLLLTLALLLFIAPQFAEMYSGNNAELPTITAILLSISNFLKQNIGILLFFVLSFFLFYYFYLKRQTWFHQKKNQLISITPIF 254
NTDB id 122844 ACEE RS05210 WP 039197143.1 VISCVLTLGLLVFIVPQFADLYMDKAQSLPWLTSLLFSLSAFLRQNGIFLCCSGIVAMGMLFCFAKKFGNLTACQMRLLSYIPFF 255
NTDB id 1385 A4U84 RS08520 WP 005711777.1 AISITLSILLLLFIVPQFAELYGSKGKSLPLITEILFSLSHFLQHSILTLIILCVLCFLLIHILNKKTDLIKRLKFIILSHIPIL 255
consensus *!!**!***!!*!!*!!!!**!** ** !!**!**! !*!*!!******!***************!***** *******!* !**

logo

K
N
G
G
Q
T
V
I IQQRKLYI

SR I
L
I
V
F
NFCTSQNSSLASQI

LMLASQSAGHI
L
V
H
R
PLDENATQVALHNDASFLASPENRKTQTWQTKKTLMSVDHNDMRI LVLDQGQKQSE I

L
V
A
R
L
T
S
I
TLSTQLYWLVKSQGYKRALFASDENGSLVDNSPSKTDVLFTPSTMDQEMVALVQQM

NTDB id 1356 HI 0297 AAC21961.1 GTIQKLSRLVNFSQSLQIMLQAGVPLNQALDSFLPRTQTWQTKKTLVNDIVLDKEVRSILQWVSQGYAFSNSVSSDLFPMEAQQM 339
NTDB id 1367 NTHI RS01945 WP 011271971.1 GTIQKLSRLVNFSQSLQIMLQAGVPLNQALDSFLPRTQTWQTKKTLVNDMVLDKEVRSILQWVSQGYAFSNSVSSDLFPMEAQQM 339
NTDB id 122844 ACEE RS05210 WP 039197143.1 NQVIRYIRIIFFTQNLALMLSAHLHLEAALNAFLSEK.........MHDRLLQQQIRLTLSLLKQGYKFSEGLNPTVFTSQVVQM 331
NTDB id 1385 A4U84 RS08520 WP 005711777.1 KGIIQYSRIIFFCQNSSLMLASHIRLDTVLHSFLANK.........SDDILLQGSLATTLTYLKQGYRLADSLDPKLFPTDMLQM 331
consensus *** * *!** !*! ***!!*****!***!**!!** ***********!**! ***** !*** !!!**********!*****!!

logo

I
L
A
QIGEKQSAGNKLSAPVLMCLQTEHQIASEDGINYQLQERKLDNHYQIDI

LLSQLMLEPMVLLMML
VI
L
I
MGI

S
I
L
V
IG I

T
V
I LMI

V
MGLMYLP I FDNLMGAGSLMVVI EQ

NTDB id 1356 HI 0297 AAC21961.1 LQIGEQSGKLALMLEHIAENYQEKLNHQIDLLSQMLEPLMMVIIGSLIGIIMMGMYLPIFNMGSVIQ 406
NTDB id 1367 NTHI RS01945 WP 011271971.1 LQIGEQSGKLALMLEHIADNYQEKLNHQIDLLSQMLEPLMMVIIGSLIGIIMMGMYLPIFNMGSVIQ 406
NTDB id 122844 ACEE RS05210 WP 039197143.1 IAIGEKSANLAVMCTQISDIYQLKLDYQIDLLSQLLEPVLMLLMGIIIGTVLIGLYLPIFDLGGLV. 397
NTDB id 1385 A4U84 RS08520 WP 005711777.1 IAIGEQSGKLSPMLQQISDGYQQRLDYQIDILSQLLEPMLMVLMGIIVGTILVGLYLPIFDMGAMIE 398
consensus * !!!*!**!**!***! **!!**! *!!!*!!!*!!!**!***! **! ***!*!!!!! *!****

X non conserved

X similar

X ≥ 50% conserved


