logo

NTDB id 122817 RR41 RS16455 WP 004738086.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
NTDB id 1017 ACIAD RS02540 WP 011182074.1
consensus

logo

NTDB id 122817 RR41 RS16455 WP 004738086.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
NTDB id 1017 ACIAD RS02540 WP 011182074.1
consensus

logo

NTDB id 122817 RR41 RS16455 WP 004738086.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
NTDB id 1017 ACIAD RS02540 WP 011182074.1
consensus

logo

NTDB id 122817 RR41 RS16455 WP 004738086.1
NTDB id 1051 ABD1 RS02465 WP 004738086.1
NTDB id 1017 ACIAD RS02540 WP 011182074.1
consensus

MSH TPKLKIMLCMGVAVALLASGCQTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMMMGILLQQE
S TPKLKIMLCMGVAVALLASGCQTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMMMGILLQQE]
KWTINKTLGCA VGAF LSGCQTVPT WIKDPEK VKVRTQLAAEYI SGDLDSAKR LDQALKV P D ANMMMG LLQQE]

Stﬁ NlEKA@ﬂYF@M DRI YY) ERMOA e o Y XGALENL R Ym DT

GSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGDIASAEKTFKQ
GSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGDIASAEKTFKQ
GS PNLEKA BEYF|QRA [N® P NAQA NNYGTYLYQMKRYHDAI QLT AG LGYDQRYRALEN GRIYL LGi¢ ANAEKMFSQ

LR LA AL D

ALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVNQLRALFPESPEYQRY|
ALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVNQLRALFPESPEYQRY|
ALQANRDSS SMLELAEI YLQQRIPAATGMYEQYVRTVGQKNQGARALWIG RVARANAD TGVQVLVNQLRIF P SSEYQRY

TR

LQLQYSTEAVWKAE
LQLQYSTEAVW K]
LKLQYSTEAVWK 266

K non conserved
B similar
>507% conserved

84
84
84

169
169
169

254
254
254



