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NTDB id 122435 ER12 RS08310 WP 000439693.1 ......................MER.......I.KWEEYFMAQSHLLALRST.....CQRLSVGATIVKDNRIIAGGYNG 45
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNFDDITKKYGAERDKALADALALIEKDF.GKGSLMRLGEA.ANQKVSVVSSGS.LALDIALGAGGYPK 72
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDF.GKGSIMRLGER.AEQKVQVMSSGS.LALDIALGSGGYPK 71
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKNEEITKKFGDERRKALDDALKNIEKDF.GKGAVMRLGER.AEQKVQVMSSGS.LALDIALGAGGYPK 71
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKTEEITKKFGDERKKALDDALKNIEKDF.GKGAVMRLGER.AEQKVQVMSSGS.LALDIALGAGGYPK 71
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEKQF.GKGSIMKLGEK.TDTRISTVPSGS.LALDTALGIGGYPR 56
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEKNF.GKGSIMRMGEK.VDTQVSTVSSGS.LALDEALGVGGYPR 58
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEISAPTDAKERSKAIETAMSQIEKAF.GKGSIMKLGAE.SKLDVQVVSTGS.LSLDLALGVGGIPR 70
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDKTF.GKGTILRLGDK.EVEQIDSIGTGS.VGLDLALGIGGVPK 57
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDKVF.GKGALVRLGDK.QVEKIDAISTGS.LGLDLALGIGGVPK 59
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDKVF.GKGALVRLGDK.QVEKIDSISTGS.LGLDLALGIGGVPK 59
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT..ETTSPNDDKKKALAAVLEKLDKTY.GKGTVMKLGDGTVDHNIEVIPSGS.LGLDLALGVGGYPK 66
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV..VKQVEPEQKKQALEAALAQIEKQF.GKGSIMKLGQT.EQLDIESVSTGS.LGLDLALGIGGLPM 74
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSF.GKGAIMKMDGSQQEENLEVISTGS.LGLDLALGVGGLPR 58
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSF.GKGAIMKMDGSQQEENLEVISTGS.LGLDLALGVGGLPR 58
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSF.GKGAIMKMDGSQQEENLEVISTGS.LGLDLALGVGGLPR 58
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K..KAASMSAEKQKALAAALAQIEKQF.GKGSIMKMGDA.EVEPVQVVSTGS.LGLDVALGVGGLPR 66
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEKQF.GKGSIMRLGDN.RAMDVETISTGS.LSLDIALGAGGLPM 57
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEKQF.GKGSIMRLGDN.RAMDVETISTGS.LSLDIALGAGGLPM 57
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEKQF.GKNTVMRLGDN.TVQAVEAVSTGS.LTLDIALGIGGLPK 57
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEKQF.GKNTVMRLGDN.TVQAVEAVSTGS.LTLDIALGIGGLPK 57
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEKQF.GKGAVMRMGDH.DRQAIPSISTGS.LGLDIALGIGGLPK 57
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NTDB id 122435 ER12 RS08310 WP 000439693.1 SVAGEVHCIDEGCLIEDGHCIRTIHAEMNALLQCAKQGVSTEGATIYVTHFPCLNCTKSIIQAGIKRIYYAEDYHNHEYA 125
NTDB id 600 KW2 RS01765 WP 011675413.1 GRIVEIYGPE.....SSGKT....TVALHAVAAVQKEGG.........................IAAFIDAENALDPEYA 118
NTDB id 269 KZH43 RS08665 WP 001085462.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 228 SPD RS09265 WP 001085462.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 194 SPR RS08825 WP 001085462.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 159 SP RS09750 WP 001085462.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 499 SM12261 RS08315 WP 078228268.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 453 Spy49 1753c ACI62003.1 GRIIEIYGPE.....SSGKT....TVALHAVAQAQKEGG.........................IAAFIDAEHALDPAYA 117
NTDB id 408 SMU RS09530 WP 002262392.1 GRIVEIYGPE.....SSGKT....TVALHAVAQAQKDGG.........................IAAFIDAEHALDPAYA 117
NTDB id 115 BSU 16940 NP 389576.2 GRIIEVYGPE.....SSGKT....TVALHAIAEVQQQGG.........................QAAFIDAEHALDPVYA 102
NTDB id 625 LCA RS02525 WP 011374196.1 GRIVEIYGPE.....SSGKT....TVALHAVAEVQKQGG.........................TAAYIDAENAMDPKYA 104
NTDB id 1313 DR RS12030 WP 010888966.1 GRITEIYGPE.....SGGKT....TLALAIVAQAQKAGG.........................TCAFIDAEHALDPVYA 116
NTDB id 1245 Cj1673c YP 002345041.1 GRIIEIYGPE.....SSGKT....TLTLHIIAECQKAGG.........................VCAFIDAEHALDVKYA 103
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GRIIEIYGPE.....SSGKT....TLSLHIIAECQKNGG.........................VCAFIDAEHALDVHYA 105
NTDB id 1211 C694 RS00795 WP 000963128.1 GRIIEIYGPE.....SSGKT....TLSLHIIAECQKNGG.........................VCAFIDAEHALDVHYA 105
NTDB id 1334 RA0C RS04870 WP 004918236.1 GRIVEIYGPE.....SSGKT....TLTLHAIAEAQKVGG.........................TAAFIDAEHAFDMHYA 112
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GRIVEIYGPE.....SSGKT....TLTLSLIAQAQKGNK.........................TCAFIDAEHALDPVYA 120
NTDB id 1130 NGFG RS03960 WP 003688695.1 GRIVEIFGPE.....SSGKT....TLCLEAVAQCQKNGG.........................VCAFVDAEHAFDPVYA 104
NTDB id 1124 NGFG RS03960 WP 003688695.1 GRIVEIFGPE.....SSGKT....TLCLEAVAQCQKNGG.........................VCAFVDAEHAFDPVYA 104
NTDB id 1123 OK783 RS03845 WP 003688695.1 GRIVEIFGPE.....SSGKT....TLCLEAVAQCQKNGG.........................VCAFVDAEHAFDPVYA 104
NTDB id 1427 RS RS02760 WP 011000510.1 GRVVEIYGPE.....SSGKT....TLTLQVVAEMQKLGG.........................TCAFIDAEHALDVTYA 112
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GRIVEIFGPE.....SSGKT....TLTLELIAAAQREGK.........................TCAFIDAEHALDPVYA 103
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GRIVEIFGPE.....SSGKT....TLTLELIAAAQREGK.........................TCAFIDAEHALDPVYA 103
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GRIVEIYGPE.....SSGKT....TMTLQAIAQCQKAGG.........................TCAFIDAEHALDPQYA 103
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GRIIEIYGPE.....SSGKT....TMTLQAIAQCQKSGG.........................TCAFIDAEHALDPQYA 103
NTDB id 1205 PSJM300 05545 AFN77183.1 GRIVEIYGPE.....SSGKT....TLTLSVIAAAQRMGS.........................TCAFVDAEHALDPDYA 103
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NTDB id 122435 ER12 RS08310 WP 000439693.1 TKL.........................LKQSGIEFKKI......................................... 139
NTDB id 600 KW2 RS01765 WP 011675413.1 KALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINK 198
NTDB id 269 KZH43 RS08665 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 228 SPD RS09265 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 194 SPR RS08825 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 159 SP RS09750 WP 001085462.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 499 SM12261 RS08315 WP 078228268.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 453 Spy49 1753c ACI62003.1 AALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINK 197
NTDB id 408 SMU RS09530 WP 002262392.1 AALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINK 197
NTDB id 115 BSU 16940 NP 389576.2 QKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINK 182
NTDB id 625 LCA RS02525 WP 011374196.1 TALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINK 184
NTDB id 1313 DR RS12030 WP 010888966.1 RALGVNTDELLVSQPDNGEQALEIMELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSK 196
NTDB id 1245 Cj1673c YP 002345041.1 KNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHK 183
NTDB id 1214 NCTC11637 00359 SQJ03206.1 KRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHK 185
NTDB id 1211 C694 RS00795 WP 000963128.1 KRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHK 185
NTDB id 1334 RA0C RS04870 WP 004918236.1 EKLGINLEELIVSQPDNGEQALEIADSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISK 192
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RNLGVNTDELLISQPDNGEQALEICDALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKN 200
NTDB id 1130 NGFG RS03960 WP 003688695.1 RKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1124 NGFG RS03960 WP 003688695.1 RKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1123 OK783 RS03845 WP 003688695.1 RKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1427 RS RS02760 WP 011000510.1 DKLGVKVPDLLISQPDTGEQALEIADALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKR 192
NTDB id 1165 A1552VC RS01565 WP 000344154.1 KKLGVNIDELLVSQPDTGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQ 183
NTDB id 1142 GTF74 RS11550 WP 000344154.1 KKLGVNIDELLVSQPDTGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQ 183
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKR 183
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKR 183
NTDB id 1205 PSJM300 05545 AFN77183.1 GKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKN 183
consensus !********************* * ****************** ****************************** * *
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NTDB id 122435 ER12 RS08310 WP 000439693.1 ...........................................................................PFSP. 143
NTDB id 600 KW2 RS01765 WP 011675413.1 TKTTAIFINQLREKVGVM.FGSPETTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVA 276
NTDB id 269 KZH43 RS08665 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 228 SPD RS09265 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 194 SPR RS08825 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 159 SP RS09750 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 499 SM12261 RS08315 WP 078228268.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 527 SMSK321 RS11065 WP 001085454.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 453 Spy49 1753c ACI62003.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVA 275
NTDB id 408 SMU RS09530 WP 002262392.1 TKTIAIFINQLREKVGIM.FGNPETTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEA 275
NTDB id 115 BSU 16940 NP 389576.2 SKTIAIFINQIREKVGVM.FGNPETTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTA 256
NTDB id 625 LCA RS02525 WP 011374196.1 TKTIALFINQIREKVGVM.FGNPEVTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVA 258
NTDB id 1313 DR RS12030 WP 010888966.1 TGTAAIFINQVREKIGVM.YGNPETTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEV 271
NTDB id 1245 Cj1673c YP 002345041.1 MNTTVIFINQIRMKIGAMGYGTPETTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQA 258
NTDB id 1214 NCTC11637 00359 SQJ03206.1 MNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREA 260
NTDB id 1211 C694 RS00795 WP 000963128.1 MNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREA 260
NTDB id 1334 RA0C RS04870 WP 004918236.1 TKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSA 271
NTDB id 1389 A4U84 RS07560 WP 021112712.1 TNCLVVFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREV 274
NTDB id 1130 NGFG RS03960 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1124 NGFG RS03960 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1123 OK783 RS03845 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1427 RS RS02760 WP 011000510.1 TNCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREA 266
NTDB id 1165 A1552VC RS01565 WP 000344154.1 SNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEA 257
NTDB id 1142 GTF74 RS11550 WP 000344154.1 SNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEA 257
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREA 257
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEA 257
NTDB id 1205 PSJM300 05545 AFN77183.1 ANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQA 257
consensus * ** ******* ***** ** **** ** ************** * ** *************!!* *
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NTDB id 122435 ER12 RS08310 WP 000439693.1 ............................................EYVAKYLTKG.......................... 153
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