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NTDB id 115 BSU 16940 NP 389576.2 102
NTDB id 625 LCA RS02525 WP 011374196.1 104
NTDB id 1313 DR RS12030 WP 010888966.1 116
NTDB id 1245 Cj1673c YP 002345041.1 103
NTDB id 1214 NCTC11637 00359 SQJ03206.1 105
NTDB id 1211 C694 RS00795 WP 000963128.1 105
NTDB id 1334 RAOC RS04870 WP 004918236.1 112
NTDB id 1389 A4U84 RS07560 WP 021112712.1 120
NTDB id 1130 NGFG RS03960 WP 003688695.1 104
NTDB id 1124 NGFG RS03960 WP 003688695.1 104
NTDB id 1123 0OK783 RS03845 WP 003688695.1 104
NTDB id 1427 RS RS02760 WP 011000510.1 112
NTDB id 1165 A1552VC RS01565 WP 000344154.1 103
NTDB id 1142 GTF74 RS11550 WP 000344154.1 103
NTDB id 1022 ACIAD RS06390 WP 004925639.1 103
NTDB id 1074 ABD1 RS10195 WP 000344167.1 103
NTDB id 1205 PSJM300 05545 AFN77183.1 103
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NTDB id 122435 ER12 RS08310 WP 000439693.1 139
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NTDB id 499 SM12261 RS08315 WP 078228268.1 SQPD GEQ VVVDSVAALNYP GDHGDSHVGLQAR 197
NTDB id 527 SMSK321 RS11065 WP 001085454.1 SQPD GEQ VVVDSVAALYP GDWGDSHVGLQAR 197
NTDB id 453 Spy49 1753c ACI62003.1 QPD GEQ VVVDSVAALNP GDHGDSHVGLQAR 197
NTDB id 408 SMU RS09530 WP 002262392.1 SQPD GEQ VVVDSVAALYYP GDIGDSHVGLQAR 197
NTDB id 115 BSU 16940 NP 389576.2 SQPD GEQ VVVDSVAALNP GDMGDSHVGLQAR 182
NTDB id 625 LCA RS02525 WP 011374196.1 SQPD GEQ VVDSVAALNP G MGD HVGLQAR 184
NTDB id 1313 DR RS12030 WP 010888966.1 SQPDNGEQ VVVDSVAALWP GDMGDSIRZGLQAR 196
NTDB id 1245 Cj1673c YP 002345041.1 fi SQPDIYGEQ VVDSVAALWP GDMGDWNHVGLQAR 183
NTDB id 1214 NCTC11637 00359 SQJ03206.1 L SQPD GEQ VVVDSVAALWP GDMGDNHVGLQAR 185
NTDB id 1211 C694 RS00795 WP 000963128.1 L SQPD GEQ VVVDSVAALWP GDMGDNHVGLQAR 185
NTDB id 1334 RAOC RS04870 WP 004918236.1 SQPDRIGEQ VVVDSVAALWP GDMGDS  GLEIAR 192
NTDB id 1389 A4U84 RS07560 WP 021112712.1 SQPDNGEQ VDSVAALP GDMGDSH GLQAR 200
NTDB id 1130 NGFG RS03960 WP 003688695.1 SQPD GEQ VVVDSVAALNP GDMGDSHVGLQAR 184
NTDB id 1124 NGFG RS03960 WP 003688695.1 SQPD GEQ VVVDSVAALYP GDMGDSHVGLQAR 184
NTDB id 1123 0K783 RS03845 WP 003688695.1 SQPD GEQ VVVDSVAALNP GDMGDSHVGLQAR 184
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NTDB id 1142 GTF74 RS11550 WP 000344154.1 SQPD GEQ VVDSVAALWP MGDSH GLQAR |H 183
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SQPDBIGEQ VVDSVAALWP MGDSH GLQAR 183
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SQPDRIGEQ VVDSVAALWP MGDSH GLQAR 183
NTDB id 1205 PSJM300 05545 AFN77183.1 OWLGVN D LL SQPD GEQ VDSVAALNYP MGD HVGLQAR 183
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