
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYLQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNHGEIKWPEGKDNNSTDSAGVASAPSPSTTDI
NTDB id 122233 M0579 RS05315 WP 029682316.1 ...........................MPTDLDSRL.RGNDEAILLAEGQKSAVTEYYLNHGEWPGNNSDAGVASS.TDI 51
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
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logo KGKYVKQEKSVEVAKKNGVVTAQTML
ASTSNGVNKNE IQKDGKKLSLWGARKREQNDGSVKWFCGQPVKTRTAGDTDNDDETDVATADVDADKSADGGNDKNAEKIDTKLHKLKPPFYP I

S
NTDB id 122233 M0579 RS05315 WP 029682316.1 KGKYVQSVEVKNGVVTATMASSNVNNEIKGKKLSLWAKRQDGSVKWFCGQPVKRADTDEVTADSGNDKIDTKLKKPFYPI 131
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVADAKDGKEIDTKHLP....S 156
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVADANNAIDTKHLP....S 155
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CRTDDEKAKSASADGAFTKPPARE

NTDB id 122233 M0579 RS05315 WP 029682316.1 SFRTDKAGFPPARE 145
NTDB id 1119 NGFG RS11465 WP 017147169.1 TCRDKASDAK.... 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 TCRDESSAT..... 164
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