
logo MKRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLAAEQQDLRNAATL IVRDARMAGGSFG
NTDB id 122203 B6116 RS06535 WP 047957333.1 MKRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLAAQQDLRNAATLIVRDARMAGGFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !!!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!
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KQTQATPTKPGAKQEKNAPLFSLKRNSDSTNMSDTKNKQL IP I
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TESAPDNINQYPQGNFFTQVGSKSAL IVFQYGIDDLVD

NTDB id 122203 B6116 RS06535 WP 047957333.1 CFNMSEHTKDDIIVDPSKQTQATPTKPGAKQENPLFSLKRSD..MDKQLIPVAESADIQYPGFTQVGKALVFQYGIDDLD 158
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVA.............QKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVD 147
consensus !!!!!!! !** * *************! !*!!!!!! ** !!!* !!* !*!* ! !! !!*!!!!!!!*!

logo ASADETTVVVSSCASAKIASKPGKKQIPSTLEQENAKKSETLKQIQTNDSDKEKQNGNIATRQRHQVVNAYAVGKR IAGEEGLFRFQLDDKGKWGNPQ
NTDB id 122203 B6116 RS06535 WP 047957333.1 ASAETVVVSSCSKIAKPGKKISTLQEAKSTLQITNDD.KQNGNITRQRHQVNAYAVGRIAGEEGLFRFQLDDKGKWGNPQ 237
NTDB id 1138 NGFG RS02430 WP 003694978.1 ASADTTVVSSCAAISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQ 227
consensus !!!*! !!!!! ! !!!! !*!! !! ! ! ! !* !!!!! !!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo LLAKKI
V
K
RRMKRVRYIYVSDGCPEDDEDAGKEEKQFKYTDKTFDSSTNAVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRG

NTDB id 122203 B6116 RS06535 WP 047957333.1 LLAKKIRRMKVRYIYVSDCPEDDDAGKEEKFKYTDTFDSSTNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRG 317
NTDB id 1138 NGFG RS02430 WP 003694978.1 LLAKKVKRMRVRYIYVSGCPEDEDAGKEEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRG 304
consensus !!!!!**!!*!!!!!!! !!!!*!!!!!! !!!!! !!!!***!!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!

logo GNVCANRTL
NTDB id 122203 B6116 RS06535 WP 047957333.1 GNVCANRTL 326
NTDB id 1138 NGFG RS02430 WP 003694978.1 GNVCANRTL 313
consensus !!!!!!!!!
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