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MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQRIGYLRQSTHXKQQSLAAQKQHWIEA AKKHNIQYITFYSDKQSGRTDKRNGYQQIT LIQQGQCD LCCYRLNRLHRNLKNAL

L A MR T i

KLIKLCQTY VHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGTFIINQNE
KLIKLCQTYHVHILSVHDGYFDMDQAFDRIGKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGRFIINQNE
KL KLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQV NG MEKAKQG ITTHAPFGYEIYHNGTFINI RN
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SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRINQKQWKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLR QKQ XQ
PTVKAVFNYY [GHGYKKIAQELEMD ¥ INREPYQVRNII NPNYCGRVEINQYGQ NMFP IVST IYE AQVTR QKP R

SR, T i B g

TSSDNQLKQKIKCPCCNIATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKGAIDK
TSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKGAIDK
TLTNMTIRKKHHTLRYYVCPQNMNASRFVC FKGINAQELETSVLATCQDF QNQQ Y KINHTIQQ
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RIKRQRNIEKHHMLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
R KRQR IEW WTLRBIEQLIEKLAQPRIIDAETFREQTQSLRQOEFEE SIEIIQIR INFQNIIQMRFTLN LYPYI BIFI K K
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NLIGIYFKNEPLNIVNQIMQSSIA 449
NLIGIYFKNEPLNIVNQTMQSSIA 449
LGIYFKNEPLNIVQTM LENRV 449
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KPS NQLKQKIKCPYC

K non conserved
B similar
>50Y% conserved
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