logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587
430
271
230
196
161
529
501

395
386

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587
430
271
230
196
161
529
501

395
386

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587
430
271
230
196
161
529
501

395
386

consensus

KW2 RS10850 WP 042211510.1
SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1
SPR RS09425 WP 074196785.1
SP RS10375 WP 074196785.1

SMSK321 RS09235 WP 080550783.
SM12261 RS00950 WP 004238896.
121873 EN73 RS01085 WP 223295592.

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

KW2 RS10850 WP 042211510.1
SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1
SPR RS09425 WP 074196785.1
SP RS10375 WP 074196785.1

SMSK321 RS09235 WP 080550783.
SM12261 RS00950 WP 004238896.
121873 EN73 RS01085 WP 223295592.

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

KW2 RS10850 WP 042211510.1
SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1
SPR RS09425 WP 074196785.1
SP RS10375 WP 074196785.1

SMSK321 RS09235 WP 080550783.
SM12261 RS00950 WP 004238896.
121873 EN73 RS01085 WP 223295592.

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

=

Sy bFLQQD

el AL o floilots i R oo s L F

sokok D Dokokok | Dokskokokok Dokok | Dokokk D Dok Dokkkokk 1

Sl SRR N e oL ANRILIEWT L i B s JT)

SA VTQLSLAE HGNLEL LMKIEEYLDNLAKVKKKLIEVATYP LLGFL LIM GLRNYLLPQLES[B
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSP
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSP
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSP
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLEIMLGLRNYLLPQLDSSP
SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSP

A EIETEEE Dkok | skokok ok ok ok ok ok ok | koK

sl

Pokokokok | 1 okok Dokokok 11 D skoskoskoskoskoskokok | skok Dokokokokok ok | Dk 1

L vapysvLotkpuThoks S Vs Lamy FyCAENT

FSVGENI VAT SIS T I IFA L T NGl FiRv

PULsr Dl d Dok Dl sk D x ] Dok

(LAARE sl (e

ISF BMMYLTAY REWGNIMI QGNJELIQ IM

CEFVEMYLTAYYAREWGNMIEQGMEL QIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

a Dok Dokorok 1ok |

GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

k okkok okokokkokkokok | kokokok

163
166
160
160
160
160
160
160
169
165
165

248
251
245
245
245
245
245
245
254
250
250



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
430 SGO RS09415 WP 012130941.1
271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1
196 SPR RS09425 WP 074196785.1
161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.
501 SM12261 RS00950 WP 004238896.
121873 EN73 RS01085 WP 223295592.

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
430 SGO RS09415 WP 012130941.1
271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1
196 SPR RS09425 WP 074196785.1
161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.
501 SM12261 RS00950 WP 004238896.
121873 EN73 RS01085 WP 223295592.

395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

consensus

=

=

oo EEFS e Rt

i LNNGEEFSQTI

ALt

R LM L

RIfM L QPL FIFVAL IVLLYAAML|®RPHS

KELSLIIEYGEVKSKLGSELEIYA@KTWEIFF[RVNRTMNL QPLVF FVAL IVLLYAAMLI#P|S
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM

KELSLITEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAMLMPM

[IANSG AFEQ MYYPFFELSL IEYG VK KLG EL IYA PEWERFFT

** k| | sk ok % o ok ok ok k |

341
344
338
338
338
338
338
338
347
343
343

non conserved

>50% conserved

K
B similar
X

PUL TR D bk b D s DD ak b hookor DL ] Dookorokkok o D Lok Dk DD Lok sk D1 L1 Dl x

333
336
330
330
330
330
330
330
339
335
335



