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NTDB id 281 KZH43 RS03550 WP 000882517.1 ..................................................................MLCQNCKINDST....IHL 15
NTDB id 245 SPD RS03860 WP 000882517.1 ..................................................................MLCQNCKINDST....IHL 15
NTDB id 243 SPR RS03635 WP 000882517.1 ..................................................................MLCQNCKINDST....IHL 15
NTDB id 121782 MA06 RS20710 WP 018783039.1 MDLNQMTTKTQEAIMSAQSLAVSHHHQEVDTVHLLLALLQQQDGLAVRIFQKMNVNIEQLTKEVERLLQKKPSVTGSGVEAGKVY 85
NTDB id 85 BSU 00860 NP 387967.1 MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIGRGQEMSQT.....IHY 80
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NTDB id 281 KZH43 RS03550 WP 000882517.1 YTNLNGKQKQI.....DLCQNCYKIIKTDPNNSLFKGMTDLNNRDFDPFGDFFNDLNNFRPSSNTPPIPPTQSGGGYGGNGGYGS 95
NTDB id 245 SPD RS03860 WP 000882517.1 YTNLNGKQKQI.....DLCQNCYKIIKTDPNNSLFKGMTDLNNRDFDPFGDFFNDLNNFRPSSNTPPIPPTQSGGGYGGNGGYGS 95
NTDB id 243 SPR RS03635 WP 000882517.1 YTNLNGKQKQI.....DLCQNCYKIIKTDPNNSLFKGMTDLNNRDFDPFGDFFNDLNNFRPSSNTPPIPPTQSGGGYGGNGGYGS 95
NTDB id 121782 MA06 RS20710 WP 018783039.1 VTNALGQLLVKAEAEAKKLQDEYISVE.HVLLAFCEEKGDM.NHLFTAFHI..........TKDTLLQSLME....VRGN....Q 150
NTDB id 85 BSU 00860 NP 387967.1 T.PRAKKVIELSMDEARKLGHSYVGTE.HILLGLIREGEGVAARVLNNLGV..........SLNKARQQVLQ....LLGSNETGS 149
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NTDB id 281 KZH43 RS03550 WP 000882517.1 QNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDV 180
NTDB id 245 SPD RS03860 WP 000882517.1 QNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDV 180
NTDB id 243 SPR RS03635 WP 000882517.1 QNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDV 180
NTDB id 121782 MA06 RS20710 WP 018783039.1 ....RVTSQNPEVTYEALEKYGRDLVAEVRQGKIDPVIGRDSEIRRVIRILSRKTKNNPVLIGEPGVGKTAIVEGLAQRIVRKDV 231
NTDB id 85 BSU 00860 NP 387967.1 ....SAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVLSRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEV 230
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NTDB id 281 KZH43 RS03550 WP 000882517.1 PHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVG 264
NTDB id 245 SPD RS03860 WP 000882517.1 PHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVG 264
NTDB id 243 SPR RS03635 WP 000882517.1 PHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRK.REDIILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVG 264
NTDB id 121782 MA06 RS20710 WP 018783039.1 PEGLKDRTIFALDMSALVAGAKFRGEFEERLQAVLNEIKKSEGRILLFIDELHTIVGAGKT.EGAMDAGNMLKPMLARGELHCIG 315
NTDB id 85 BSU 00860 NP 387967.1 PEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQ.AGNIILFIDELHTLIGAGGA.EGAIDASNILKPSLARGELQCIG 313
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NTDB id 281 KZH43 RS03550 WP 000882517.1 ATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEA 348
NTDB id 245 SPD RS03860 WP 000882517.1 ATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEA 348
NTDB id 243 SPR RS03635 WP 000882517.1 ATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEA 348
NTDB id 121782 MA06 RS20710 WP 018783039.1 ATTLDEYRKYIEKDPALERRFQQVLAEEPTVEDTISILRGLKERFEIYHGVNIHDRAIVAASVLSDRYISDRFLPDKAIDLVDEA 400
NTDB id 85 BSU 00860 NP 387967.1 ATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEA 398
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NTDB id 281 KZH43 RS03550 WP 000882517.1 GSKMNLTLNFVDPKVI..DQRLIEAENLKSQA..................................TREEDFEKAAYFRDQIAKY 397
NTDB id 245 SPD RS03860 WP 000882517.1 GSKMNLTLNFVDPKVI..DQRLIEAENLKSQA..................................TREEDFEKAAYFRDQIAKY 397
NTDB id 243 SPR RS03635 WP 000882517.1 GSKMNLTLNFVDPKVI..DQRLIEAENLKSQA..................................TREEDFEKAAYFRDQIAKY 397
NTDB id 121782 MA06 RS20710 WP 018783039.1 CATIRTEIDSMPTELDEVTRRIMQLEIEEAALGKETDRGSQERLKTLQHELSDLKEVANGMRAQWQKEKEEIHKVRDLREHLERL 485
NTDB id 85 BSU 00860 NP 387967.1 GSKVRLRSFTTPPNLKELEQKLDEVRKEKDAA.......V...........................QSQEFEKAASLRDTEQRL 449
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NTDB id 281 KZH43 RS03550 WP 000882517.1 KEMQKK....................................KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAE 446
NTDB id 245 SPD RS03860 WP 000882517.1 KEMQKK....................................KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAE 446
NTDB id 243 SPR RS03635 WP 000882517.1 KEMQKK....................................KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAE 446
NTDB id 121782 MA06 RS20710 WP 018783039.1 RRELEEAEGNYDLNKAAELRHGKIPAVEKELREAEETGAHNEQENRLLREEVSEEEIANIVSRWTGIPVAKLVEGEREKLLRLEQ 570
NTDB id 85 BSU 00860 NP 387967.1 REQVEDTKKSWK..............................EKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMEN 504
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NTDB id 281 KZH43 RS03550 WP 000882517.1 DLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 245 SPD RS03860 WP 000882517.1 DLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 243 SPR RS03635 WP 000882517.1 DLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 121782 MA06 RS20710 WP 018783039.1 ILSERVIGQEEAVSLVADAVLRARAGIKDPNRPIGSFIFLGPTGVGKTELAKTLAQSLFDSEEQIIRIDMSEYMEKHAVSRLIGA 655
NTDB id 85 BSU 00860 NP 387967.1 ILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGS 589
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NTDB id 281 KZH43 RS03550 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKTEAS..VGFG 614
NTDB id 245 SPD RS03860 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKTEAS..VGFG 614
NTDB id 243 SPR RS03635 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKTEAS..VGFG 614
NTDB id 121782 MA06 RS20710 WP 018783039.1 PPGYVGYEEGGQLTEAVRRKPYSVILLDEIEKAHPEVFNILLQMLDDGRITDSQGRTVDFKNTVIIMTSNIGSGHLLEG...... 734
NTDB id 85 BSU 00860 NP 387967.1 PPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFN 674
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NTDB id 281 KZH43 RS03550 WP 000882517.1 AA.....REGRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPK 694
NTDB id 245 SPD RS03860 WP 000882517.1 AA.....REGRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPK 694
NTDB id 243 SPR RS03635 WP 000882517.1 AA.....REGRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPK 694
NTDB id 121782 MA06 RS20710 WP 018783039.1 LQEDGTIKEEARDLVMGQLRGHFRPEFLNRVDEIILFKPLTTNEIKGIVDKIVKELQGRLIDRHITVELTEVAKEFVVESGFDPM 819
NTDB id 85 BSU 00860 NP 387967.1 VQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLE 759
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NTDB id 281 KZH43 RS03550 WP 000882517.1 MGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKG.NIQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 MGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKG.NIQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 MGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKG.NIQIKSAKKAEVKSSEKEK 752
NTDB id 121782 MA06 RS20710 WP 018783039.1 YGARPLKRYVQRQVETKLARELIAGTITDNSHVVVDVENNELVVHAQ............ 866
NTDB id 85 BSU 00860 NP 387967.1 YGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN........ 810
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