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NTDB id 121781 MA06 RS20560 WP 040119299.1 MIENWPQKPEGSQWTDDQWKAVVRDGRDILVAAAAGSGKTAVLVERIIRKIINAENPVDVDRLLVVTFTNAAAQEMKNRIGEALE 85
NTDB id 119 BSU 10630 NP 388944.2 ...MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEALE 82
consensus *** **!! ! !!!!!! !*! ! !!!!!!!!!!!!!!!!!!!*!!!! !!!*!!!!!!!!!!!!! ! !!!*!!*!!!!

logo KEVL IVDQERPGSGLHI
VRKRQLSLLNKRAS I STI

LHSFCLQVI
L
K
R
K
TYYYLMI

LDLVDPGRFR IADNQTEGNEL ILGKDEEVLDDE I
L
F
LEDEEYAGI E

KGENDKAI FFELVD
NTDB id 121781 MA06 RS20560 WP 040119299.1 KVLIDEPGSGHVRKQLSLLNKASISTIHSFCLQVIRTYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIEGNDIFFELVD 170
NTDB id 119 BSU 10630 NP 388944.2 KELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYA.KGEKAFFELVD 166
consensus ! !* !!! !*!*!!!!!!*!!!!!*!!!!!!!** !!!**!*!! !!!! !!! !!* *!!!!** !*!!** ! !!!!!!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 RYTSDRSDDDLQRMILALHTESRAHPDPEKWLDKLVEAYDVEGK.SIEDLSYATYLLEDVKFQLETAEKHIRKAIELAMLPDGPA 254
NTDB id 119 BSU 10630 NP 388944.2 RYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRALELTKAPGGPA 251
consensus !!!*!!*! !!! ** ** !! !! !! !!* !* !!! !* !!*!** !* !!* ! ! ** *!*!! ! !!!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 PRIETLQADLVLLGTLSSAAHQSWTSVYEAMQNVSWQTLKRIKKSDYNEEIVKQVDSLRNKAKDEVKKLQEELFSRKPESFLRDF 339
NTDB id 119 BSU 10630 NP 388944.2 PRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLKTDYFTRSPEQHLKSL 335
consensus !! * !! * ! *** ** *! ** !!* ! *! ** * ** !!! !! * !! * !*! !! *!*
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NTDB id 121781 MA06 RS20560 WP 040119299.1 KDMHPILEKLVQIVKVFTERFQTIKRDKGMVDFTDLEHFCLQILSERTNDGELRPSLVALQYRNKFAEVLVDEYQDTNFVQESII 424
NTDB id 119 BSU 10630 NP 388944.2 AEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQFHEVLVDEYQDTNLVQESIL 420
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NTDB id 121781 MA06 RS20560 WP 040119299.1 KFVTKDFEQEGNLFMVGDVKQSIYRFRLAEPGLFLGKYKRFTPEGIDGGMKIDLAKNFRSRHEVLAGTNFIFKQIMGETVGEIDY 509
NTDB id 119 BSU 10630 NP 388944.2 QLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRSRADILDSTNFLFKQLMGGKIGEVDY 505
consensus !! *! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!* ! ! !!!! !!!!!!***! !!!*!!!*!! *!!*!!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 DADAELKLGANYPEGEDVAAELLCIHQSEGEESVEGEDGVEVEKAQLEARLMAQRIKAMVDSGYEVYDRKTDSMRPVKYRDFVIL 594
NTDB id 119 BSU 10630 NP 388944.2 DEQAELKLGAAYPDNDETETELLLIDNAEDTDA..SEEAEELETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVIL 588
consensus ! !!!!!!! !!* ** !!!*!** ! * ** !** !*! ! !!* *! !* ** !** !!! ! **!** !!! !!!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 LRSMPWAPQIMEELKLQGIPVYAELATGYFEATEVTVMMNVFRVIDNPMQDIPLAAVLRSPIVGLNDEELAMLRAHEKKGSFYEV 679
NTDB id 119 BSU 10630 NP 388944.2 LRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEA 673
consensus !!!!!!!!!!!!!!* !!!!!!! ! *!!!!! !! ! * ! *!!!!! !!!!!! !!!!!!!! * !! **! * !!***!!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 MRSFLQGAPLEEEAELHGKLQWFYNLLQVWREFARQQSLSDLIWKVYRETGYYDFVGGLPAGKQRQANLRVLYDRARQYEATSFR 764
NTDB id 119 BSU 10630 NP 388944.2 MKDYLAAGD..RSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFR 756
consensus !* *! ***** !!* !!* !! *!! !! ! ***!*!*!!! !!!*! ! !*!!!*!*!!!!!!!!!!!!!!!!!!! ! !!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 GLFRFLRFIERILERGDDMGTARALGEQEDVVRIMTIHKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRI 849
NTDB id 119 BSU 10630 NP 388944.2 GLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRI 841
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NTDB id 121781 MA06 RS20560 WP 040119299.1 KYTTISQLAIKRKMKMELIAEEMRVLYVALTRAKEKLILIGTVKDKEKEIEKWLDSREHTDWLLPDYVRAGASCYLDWIAPSLYR 934
NTDB id 119 BSU 10630 NP 388944.2 SYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALAR 926
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NTDB id 121781 MA06 RS20560 WP 040119299.1 HRDSEMLLELGQGNIPNEIYEYDASWKVEVVDGSTLLAP..EPVQEEKQELLEALREKKPVPLESERKEEVYARLTWEYAYEGAT 1017
NTDB id 119 BSU 10630 NP 388944.2 HRDLGDLAGVPA...HADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVT 1008
consensus !!! ! ** *** *! **! * ! *** !! ***!* !!! ! !!!*! !!! ! !*! !** !
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NTDB id 121781 MA06 RS20560 WP 040119299.1 AHRAKQSVTEIKRNYQSEDGSD..NAFIKKLRTPIKTRPRFMEKKGLTYAERGTAVHAVMQHVNLQKPITLETVQEQIAEMVNKE 1100
NTDB id 119 BSU 10630 NP 388944.2 QIRTKQSVSEIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKE 1093
consensus *! !!!!*!!!! !! ** * * *** !! !! !!!!! !!*!!!*! !!!!**! *****! ** * !!
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NTDB id 121781 MA06 RS20560 WP 040119299.1 LLTFEQAEEIAIDRIVAFFDTDLGKRVLAAKSVEREVPFTMMLSAEEAYQDWQNQSRESVLVQGVIDCMIEEEDGVVLIDFKTDT 1185
NTDB id 119 BSU 10630 NP 388944.2 LLTEEQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAH.EADEPLLVQGIIDCLYETEDGLYLLDYKSDR 1177
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NTDB id 121781 MA06 RS20560 WP 040119299.1 IEGKFSGGFDQAKPILEERYKVQLSLYAKALEKSLHHPVKEKCLYFFDGNHIVHVD 1241
NTDB id 119 BSU 10630 NP 388944.2 IEGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL. 1232
consensus !!!!! *!!* ! !!! !! !* !! !!*! ***!! **!!!!!! !!****
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