
logo MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSE I
VEEL IKSKYAL IGSR I LPLLSQKAGAKEFVKI LQEQGLNIPL

NTDB id 121599 EG66 RS07465 WP 038420248.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEVEELIKSKYALIGSRILPLLSQKAGKEFVKILQEQGLNIPL 85
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEQGLNIPL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo YGIA IDDKIKSFYSHSAALLKGFCQGNLKAPTYGRLRANNAVSYAGKSLEFRANNPRDNFTFKGDESLDYFLLDDI ITTGTTLKEAL
NTDB id 121599 EG66 RS07465 WP 038420248.1 YGIAIDDKIKSFYSHSAALLKGFCQGNLKATYGRLRANNAVSYAGKSLEFRANNPRDFTFKGDESLDYFLLDDIITTGTTLKEAL 170
NTDB id 1221 C694 RS07590 WP 001203580.1 YGIAIDDKIKSFYSHSAALLKGFCQGNLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLDDIITTGTTLKEAL 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KYLKTLNIKAVHFAIALCSATDE
NTDB id 121599 EG66 RS07465 WP 038420248.1 KYLKTLNIKAHFAIALCSTDE 191
NTDB id 1221 C694 RS07590 WP 001203580.1 KYLKTLNIKVHFAIALCSADE 191
consensus !!!!!!!!! !!!!!!!! !!
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