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logo TATNVGLYYQAEMYNQANKRAESANLGYASQLVGSAEAFIAFYFDEPAEFI LMALDTDEAKEKLAAEFLFKEEQETPEGLAGLQFYDEHYFERSLLATNQKRDGHVLPSAQEAQEETLLAAAGDI FGNAGPS
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NTDB id 121374 WS08 RS02035 WP 009764931.1 RQSSLASNHVPEAVYETLVTETNKALPLLHRYVALRKRLLGVSELHSYDLYTPILGEPDYAIDYTSAQATALEALRPLGDDYLDV 340
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NTDB id 121374 WS08 RS02035 WP 009764931.1 WSRIPHFYYNFYVFQYSTGFAAATAMAHEMKTKGATAVDAYKNYLKAGSSAFPIDVMKTAGVDMLQPTYLQETFAIFEERLNEFE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 WERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELE 591
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NTDB id 121374 WS08 RS02035 WP 009764931.1 ALVNELDM.. 603
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