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NTDB id 121215 DK43 RS06775 WP 037608423.1 MARKKSNQKVAQSVAGLVIALVLALGGYSFSNHHGSTKPSDSTAINRSIRTNHAAPSQELAQSVLTESVKRQLKGKIEWNGAGAF 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAF 78
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAF 78
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAF 78
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAF 78
consensus *!*!**!***!!***!*!**!*!********** **************!!!!*!!*!!!!**!!*!*!!**!!!!*!!!
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NTDB id 121215 DK43 RS06775 WP 037608423.1 TINENKTTLDAKVASVPYADNKTKLVRGQTVPTVANALLSKTTRQYRSREETGNRSTTWTPAGWHQVKHLSGEYNHAVDRGHLLG 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 IVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLG 163
NTDB id 221 SPD RS09380 WP 001036779.1 IVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLG 163
NTDB id 187 SPR RS08930 WP 001036779.1 IVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLG 163
NTDB id 152 SP RS09870 WP 001036779.1 IVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLG 163
consensus **!*!!!*!!!!!*!*!!!!!!!!*!***!!!!!!!!!!!!*!!!!**!*!!!!*!!*!!!*!!!!!!*!*!*!*!!!!!!!!!!

logo YAL IGNGLKDGFDASTSNPKNIAVQTAWANQANQTASEHYSTGQNFYYETSKVRKALDNQNKRVRYRVTL IYYANSENQEDLVPVSGASHQI EAKSSDSGSEL
NTDB id 121215 DK43 RS06775 WP 037608423.1 YALIGNLKGFDASTSNPKNIAVQTAWANQANTSHSTGQNFYETKVRKALDNNKRVRYRVTLIYANEQDLVPVGSHIEAKSSDSSL 255
NTDB id 262 KZH43 RS08770 WP 001036779.1 YALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGEL 248
NTDB id 221 SPD RS09380 WP 001036779.1 YALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGEL 248
NTDB id 187 SPR RS08930 WP 001036779.1 YALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGEL 248
NTDB id 152 SP RS09870 WP 001036779.1 YALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGEL 248
consensus !!!!!*!*!!!!!!!!!!!!!!!!!!!!!!****!!!!!*!!*!!!!!!!*!!!!!!!!!!*!!***!!!!**!*!!!!!!!**!

logo EMFNVFLVPNVQTKGLRQLNDYQRTGEVTVTNQ
NTDB id 121215 DK43 RS06775 WP 037608423.1 EMNVFVPNVQTGLRLNYQTGEVTVTN 281
NTDB id 262 KZH43 RS08770 WP 001036779.1 EFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 EFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 EFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 EFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !*!!*!!!!!*!!*!*!*!!!!!!!*
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