
logo MS
L
M

Q
R
W
F
T
I
L
K
L
R
N
I
F
K
P
S
F
I
K
P
P
L I FY I

L
A
T
S
Y
FLVLVLLWLYFYCAIYFQTSVYSANSLWYPLLACL ILGF IVFLFVL IVRCSL IFLRI FLQAYFSLPFPWRKEKSYAFYGLMKMTVFILMPVI I LC I

S
G
CF
V
I
A
F
A
G
V
FFWFLVLRF IRQNESWLMQSVQEISRQDKANTSEKQVNAQLSPAKSDPTS

NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLI....LFICSILLALFRKYYLMIPILI.VFAVFFLLINSLSIRDNENQPKT 78
NTDB id 121208 DK43 RS05740 WP 003029858.1 MSQWIKRFPIKPIYIAFLLVWLYFAIYQSSWLACLGFIFLVIRLFRFYSPKEYFMTFMILSCFAGFFFVRR.EMVEQKTKVAPSP 84
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICG.IFGFWFLFQNWQQSQASQNLADS 84
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICG.IFGFWFVFQNWQQSQASQNLSDS 84
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICG.IFGFWFVFQNWQQSQASQNLADS 84
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICG.IFGFWFVFQNWQQSQASQNLADS 84
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICG.IFGFWFVFQNWQQSQASQNLADS 84
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICG.IFGFWFVFQNWQQSQASQNLADS 84
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NTDB id 596 KW2 RS08720 WP 021037686.1 LSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKYLASQNIYRQ 163
NTDB id 121208 DK43 RS05740 WP 003029858.1 VRQVAVLPDTIKVNGDSLSFRGKTNGQTYQVYYKLKSKEEQLAFQNLSSLAILTVEGEFEIPEKKRNFAGFDYQSYLKTQGIYRI 169
NTDB id 494 SM12261 RS04305 WP 000942409.1 VERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAYLKTQGIYQT 169
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAYLKTQGIYQT 169
NTDB id 189 SPR RS04300 WP 000942407.1 VERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQT 169
NTDB id 223 SPD RS04540 WP 000942407.1 VERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQT 169
NTDB id 154 SP RS04735 WP 000942394.1 VERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQT 169
NTDB id 264 KZH43 RS04200 WP 000942407.1 VERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQT 169
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NTDB id 596 KW2 RS08720 WP 021037686.1 ITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALSGMQVNFFIDW 244
NTDB id 121208 DK43 RS05740 WP 003029858.1 LKVDTILSSQDRISLHTFEWLSSWRRRALVFIKKHFPNPMSNYMTGLLFGALDTDFDEMNNLYSSLGIIHLFALSGMQVGFFMEG 254
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALSGMQVGFFMDG 254
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMDG 254
NTDB id 189 SPR RS04300 WP 000942407.1 LNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNG 254
NTDB id 223 SPD RS04540 WP 000942407.1 LNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNG 254
NTDB id 154 SP RS04735 WP 000942394.1 LNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNG 254
NTDB id 264 KZH43 RS04200 WP 000942407.1 LNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNG 254
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NTDB id 596 KW2 RS08720 WP 021037686.1 FRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLISPKFLLTTGGQLTLFYAFV 326
NTDB id 121208 DK43 RS05740 WP 003029858.1 FRKLLLRLGLTQEMVHKCQYPFSFFYAGMTGFSVSVVRSLVQKLLSQHGITKLDNFALTMMILSLIMPSFLLTAGGVLSCAYAFV 339
NTDB id 494 SM12261 RS04305 WP 000942409.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFI 339
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLSCAYAFI 339
NTDB id 189 SPR RS04300 WP 000942407.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFI 339
NTDB id 223 SPD RS04540 WP 000942407.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFI 339
NTDB id 154 SP RS04735 WP 000942394.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFI 339
NTDB id 264 KZH43 RS04200 WP 000942407.1 FKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFI 339
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NTDB id 596 KW2 RS08720 WP 021037686.1 ISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQILE 411
NTDB id 121208 DK43 RS05740 WP 003029858.1 ISVID..FESLTSWRKIVVESSVISLGVLPILIFYFGEFQPWSILLTFVFSLIFDTMMLPGLTLIFLSSPLIKLTQVNFLFEGLE 422
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTMTS..KEG.EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVIQLNFIFEWLE 421
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTMTS..KEG.EGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVIQLNFIFEWLE 421
NTDB id 189 SPR RS04300 WP 000942407.1 LTMTS..KEG.EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLE 421
NTDB id 223 SPD RS04540 WP 000942407.1 LTMTS..KEG.EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLE 421
NTDB id 154 SP RS04735 WP 000942394.1 LTMTS..KEG.EGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVIQLNFIFEWLE 421
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTMTS..KEG.EGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLE 421
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NTDB id 596 KW2 RS08720 WP 021037686.1 WLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNK 496
NTDB id 121208 DK43 RS05740 WP 003029858.1 NSIRWIASVFGRPIVFGQPSPLLLIVMLLVLAILYDIRKNKKWVIFLSLLLSLLFFINKFPLQNEITMVDVGQGDSIFLRDW.KG 506
NTDB id 494 SM12261 RS04305 WP 000942409.1 GMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDV.TG 505
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDV.AG 505
NTDB id 189 SPR RS04300 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV.TG 505
NTDB id 223 SPD RS04540 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV.TG 505
NTDB id 154 SP RS04735 WP 000942394.1 GIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDV.TG 505
NTDB id 264 KZH43 RS04200 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV.TG 505
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NTDB id 596 KW2 RS08720 WP 021037686.1 ENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSF 579
NTDB id 121208 DK43 RS05740 WP 003029858.1 RNVLIDVGGREEI.RTKEAWQKRATSSNAEKTLIPYLKSRGIDTIDALVLTNPNPDYAGDVLEVAKKFAIKKIYISRSSLSNADF 590
NTDB id 494 SM12261 RS04305 WP 000942409.1 KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQF 590
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEF 590
NTDB id 189 SPR RS04300 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 223 SPD RS04540 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 154 SP RS04735 WP 000942394.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 264 KZH43 RS04200 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
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NTDB id 596 KW2 RS08720 WP 021037686.1 VEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGH 664
NTDB id 121208 DK43 RS05740 WP 003029858.1 LEKLRKINTFIHVVKQGDKLPIFDHHLQVLSGA....SKNDHSIVLYGQFFRTRFLFASDLKEEGEAKLMQHYPKLKTDVLKVGQ 671
NTDB id 494 SM12261 RS04305 WP 000942409.1 VAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQ 675
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQ 675
NTDB id 189 SPR RS04300 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 223 SPD RS04540 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 154 SP RS04735 WP 000942394.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 264 KZH43 RS04200 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
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NTDB id 596 KW2 RS08720 WP 021037686.1 HGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 121208 DK43 RS05740 WP 003029858.1 HGAKDSSSSKFLQQIEPTVALISVGKNNQSKQPSQDTIERFAQLPAKVYRTDEQGAVKFSGW.TNWRLEMVK 742
NTDB id 494 SM12261 RS04305 WP 000942409.1 HGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 HGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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