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NTDB id 121200 DK43 RS02180 WP 003027423.1 MENKKSSLFSQVKPYLKGFQLPLLIAFVGAAVSSIITVYGPDKLKEITNLITEGMRSQIDLKAISNIALFLAILYAAGALLNYVQ 85
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
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NTDB id 121200 DK43 RS02180 WP 003027423.1 SFIISSVIQHFSKRLRTAIAEKINKLPLRYFDSHSQGDTLSRVTNDVDTVGQSLNQSLGAVISSSLLLIAVLFMMFYNNVILSFV 170
NTDB id 370 SMU RS04260 WP 002263294.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAAT 170
consensus !!!*!**!!*!! !!! !!!*!!!!*!!*!!!!!!!!!!!!!!!!!!! * !! !!!! ** *!!!* *!!! ! !
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NTDB id 121200 DK43 RS02180 WP 003027423.1 TIGSVLIGFVFVALIMGKSQRFFRAQQENLASVNGYVEEMYSGHNVIVSYNAAEESKAAFQTLNTNLYNSMWKSQFISGIMMPLM 255
NTDB id 370 SMU RS04260 WP 002263294.1 AILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLM 255
consensus ! !! !!! *!!*!!!* !* !! !!! ! !!!!!*!!!!!!* !!!! !! ! !! *!* !!!!!!! !!!!!!!!
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NTDB id 121200 DK43 RS02180 WP 003027423.1 MFVGNFGYVMVVLVGASMALNGDVTMGTIVAFMVYVRTFSQPLSQIAQGITTLQQASAAMGRVFEFLAEPEMENDEHKAQQLTTL 340
NTDB id 370 SMU RS04260 WP 002263294.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKV 340
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NTDB id 121200 DK43 RS02180 WP 003027423.1 KGDVAFDNVFFGYNPDRTIIHDFSANAKAGQKIAIVGPTGAGKTTIVNLLMKFYEIEKGRITIDGIDTKQMKRSEVHDAFSMVLQ 425
NTDB id 370 SMU RS04260 WP 002263294.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQ 425
consensus ! ! !!!!!!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!***! !*!!!* * ! ! !!!!!! !!!!
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VAAAKAVGVHHF IKTLPKGYDTVLDDSTVSTLSVGQKQLLTIARALLKDAPLL I LDEATSSV
NTDB id 121200 DK43 RS02180 WP 003027423.1 DTWLFEGTIKENLIYNQKNISDEAVVAAAKAVGVHHFIKTLPKGYDTVLDDTVSLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
NTDB id 370 SMU RS04260 WP 002263294.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
consensus !!!!!!!!*!!!!!!!!!*!*!! !*!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMRDGNI I EQGNSHDEQLMAEEQNGFYADLYNSQFDTEDEAVAEYA
NTDB id 121200 DK43 RS02180 WP 003027423.1 DTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGNHEQLMEQNGFYADLYNSQFDEDAEYA 586
NTDB id 370 SMU RS04260 WP 002263294.1 DTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!! !!!!!!!!!!!! !* **
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