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VITKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VITKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
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SVVGSGTKHKYLLYFNSQFP HQNFV MNLGESYPTYANIMEVLAVI QGQGQTK SV FPTGKKHSSV IY RTYKSP|QQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSYVNFPTGKKISSVDIYSRTYKSPSQADA
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GVITGATLTET FA PGMGKMLIDSV ASNN MVVGLVFIFTLSIF LL GDILMT DPRIKLTSKGGKEEEA
IVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKEERcK
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 497
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGG KN
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