logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

IR

A

1

ull

).

LA D IMLTITEAVREAM o

i

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

MIQIGK FAGRYRI KNJIGRGGMADVYLA DLILDMEEVA KVLRTNYQTDNIAVARFQREARAMA LHPRIIVEAIBRDIGEEDGQ
MIQ GK FAGRYRI KMJIGRGGMADVYLANDLILDWNEEVA KVLRTNYQTDN AVARFQREARAMA LEHPRIVBEIBDIGEEDGQ

0 S e LT O

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
QYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN
Q LﬁMEYVDGFDLK YIN EAPLSNEEGVRIMY LEAMPLAHE GIVHRDLKPQNILLTEEIGTKVTDFGIAVAFAETSLTQTN
Q LUYMEYVBGEDLKX YIM HMPLSN WVRIMG LEAMWLAHMN GI HRDLKPQN LLTI{DGTAKVTDFGIAVAFAETSLTQTN

LR AT R B

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWN
PLPSVIAENSJSVPQALENVIIKATAKKL

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQMY
SMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS AENIGSVPQALEN

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQW

RSt sl oAbt iroErsaD T Hsosearle M@QK@;K@BH@ AR,

TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEMMEKNS IKNPSQAVTEETYQPQAPK

TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEMMHKNSIKNPSQAVTEETYQPQAPK

TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTENMHKASIKNPSQAVTEETYQPQAPK
LSERR REEKL F

ENR YISpAEMSIIDLY SLE RE K . K| .. TPASKQPRKKEITP AKKK
YRR F [l A ANEIAAQSLKNKTSNGQ . . DIVDHKJKPKTK PIZK PK|S

Plsksk Dl oskokooe |oskoskokoooskok Ik |skkokok [ | * * * 5k 3k 3k k %k %k k %k * * % %k % % 5k 3k >k %k %k % % %

170
170
170
170
170
170
170

255
255
255
255
255
255
255

337
337
337
337
338
336
336



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
121143 DX05 RS02035 WP 000614568.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

1y T N rveermenge estsiopee U A TR

i Byt thos oy L

PDV - {JATVA AKFITLIY - [N GIN1 : RE#aS ' FVEEGH

T IVFARKEL VS TER:
YV EERS TING TKBE G CEKMEE VIE V EDBS B TE

k  skokokokokokokkkkok | kookskkkkkokosksk | oskokskokskskskoksk Dsksk |oskskskok | |

ok Sckgshon st e gzt TV Troptset iz

KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKE.KKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVA
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKERKKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQRIVLTVA
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKERKKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQRIVLTVA
KEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKERKKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQEIVLTVA

ERCE LY SHOITS
Y ST GNEP K PEKpR{HPESDKK .

*okok |k eEE NS * 1% [NEEEEEEEEESES * %k

k11 skoskokok ok sk ok sk ok kokokok | kok boskoskoskok | oskoskoskosksk sk okoskskskk ok | ook

1oL 1 CRASTRYSE e e ENEocr o TS Toly T TS
KKAK’F LKNIR YFlAVS LNLI%AI%ﬁL /|\| |£EI§A§§ Q¥§I§$ s‘,élvk“’ X) T §|> QVK LLKA I
KKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEE s ESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTS
KKATTIQLGNYIGRNSTEVISELKQKKVPENL IKIEEE S ESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTS
KKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEFE s ESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTS
KKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEE | ESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTS
VN.DPMIMPBVTEMTVGIARIETI#TDLGEDABNBVE YAMQNGVYQTVVEPPE[S . SKAS[AD|ZY Y[e|GEVGEREGDKMKIHYBL G SKj§
TP.KIMTMPRVTELTVETA QTLNR.N SSSSIEYHBYNTGAKLDKAKIPEISTE.

. VKMTMPNLKNSTYEHANSITIRT AMGEISS SRIBMAY . DASDYSSEIPSSSL VGYYlNlVS SISNDDIERRY\USIT S G G

% % 5k %k k % % * %k % %k sk sk |k sk sk 5k 5k ok k k * % k *kk | k% x Ik |k * % %k k sk ok kok | sk ok sk ok ok k ok

[

5!4 SSLEFTHONL IV e EWR A SR T o,

. .BAgTDEsS . S

***l***** * %

421
421
421
421
423
421
421

504
504
504
504
506
506
503

581
581
581
581
589
585
583

659
659
659
659
650
624
616



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1
NTDB id 182 SPR RS07820 WP 000614552.1
NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 121143 DX05 RS02035 WP 000614568.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

=

X
]

659
659
659
659
651
624
616

non conserved
similar
>50% conserved



