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NTDB id 121118 DK42 RS06950 WP 000481823.1 MFNIFKRLNGKEWLMIVASTILVCLAVWMDLKTPEYMSDITRMLQTKGTKLEALWDPGLKMLAFSFGSFLVAVMVVFLGARTAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus !! !!!!!!*!!! !** !! *!!!!!!!!!!!!!!! !! *!!!!!! * !!! !!! !!!!!! *!!*! !!* !!!!!

logo FTSTRLRSDI FNHRVMDYSDEAE IKKRFS IPSLLTRTTNDLTQLQI LMIVMGMQVVTRGP IMAI
VWALTKIWGKSDEQWTGAVGVAVI

L IVFMI
NTDB id 121118 DK42 RS06950 WP 000481823.1 FTSRLRSDIFNHVMDYSDAEIKRFSIPSLLTRTTNDLTQLQILIVMGMQVVTRGPIMAIWALTKIWGKSDQWTGAVGVAVIIVMI 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !!*!!!!!!!!*!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!*!! !
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NTDB id 121118 DK42 RS06950 WP 000481823.1 LLSVLLLLAFPRQRQIQGFTDALNATTREALSGVRVIRAYNAEKYQTDKFKRENDDLTKLNLFVYRLMSLMNPVMTVVSSGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus *!!!!* *!!!!!!!*! !!!!! !!!! !*!!!!*!!!!!! !! !!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!
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NTDB id 121118 DK42 RS06950 WP 000481823.1 IYWIGSYLINDISVPKVTGTSVSVLAAKSAITDRVDLFSNMVVFSSYAMQVVMGFMMMVAIFIIMPRALVSARRINEVLTLAPTV 340
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMT.....SVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSV 335
consensus !!!!! !!*!!! *! *****!! !!! !! !!* *!! !!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!!!!! ! **!
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NTDB id 121118 DK42 RS06950 WP 000481823.1 TFKENSHIQSAQKGQIEFQDVSFHYSKDSEAVIEHVSFKADTGQTVAFIGSTGSGKSTLVNLVPRFYDATEGAIKLDGIDIKEYS 425
NTDB id 369 SMU RS04255 WP 002263293.1 HFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYS 420
consensus *!!! !* ! !! *!!*!!!!*!!! ! !!!!!!!! ! ! !!!!!!!!!!!!!!!!!!*!!!!!!!!! !!*!!! * *!!
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NTDB id 121118 DK42 RS06950 WP 000481823.1 HNDLNNKIGYIPQKAVLFSGTVRSNMILGESGREELSDEEIWQALELAQAKEFIEAKEKGLDTEVAQGGSNFSGGQKQRLAIARA 510
NTDB id 369 SMU RS04255 WP 002263293.1 HDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARA 505
consensus ! !!!!!*!!!!!*!!!!!!!*!!!* ! ! *! ! !! !!!!!!!! !*! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo LARHKPE I L I FDDSFSALDYKTDHRI LRHNDELAKEKKTAKAEMTKL IVAQR I STIMDADHL I LVLDQGKVVGQGTHKELLASNNDE I
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NTDB id 121118 DK42 RS06950 WP 000481823.1 LARHPEILIFDDSFSALDYKTDHILRHELKEKTAAMTKLIVAQRISTIMDADLILVLDQGKVVGQGTHKELLSNNEVYQEIAYSQ 595
NTDB id 369 SMU RS04255 WP 002263293.1 LARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQ 590
consensus !!!*!!!!!!!!!!!!!!!!!!*!!!**! !! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!**!!!!!!!!



logo LSKEELENEGKN
NTDB id 121118 DK42 RS06950 WP 000481823.1 LSKEELENEN 605
NTDB id 369 SMU RS04255 WP 002263293.1 LSKEELENGK 600
consensus !!!!!!!!
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