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LRSLVLSVIVFLVVTALTYTIVIYTLMVPTRSRFL I FKRQDPNYNKMITATKTPADKSKVAANYENLTTI FYQERLMGYVINDYFYSDSTKELKQDENKASKSVLDSKS

NTDB id 120878 DK92 RS01415 WP 047235659.1 MKKYILNRIMRSLVSVVLVTALTYTIVYTLVPTSFIFKQDPNYNKMTTTPDKKVAYENLTFQRMGYVNYFSSKELKDNASKVDSS 85
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
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NTDB id 120878 DK92 RS01415 WP 047235659.1 VTTEATSANKAVYEKYIDSLGNGWQLKRFPTSKQFYAIRNIPIYERVWNFFSNLVVIDHPWKIQDKDNPKLARYIRLEKDKSVGW 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
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GVLQDVI STQGQGRQTAQKLSQSDEVVTNFPSTGVKTKKVI SSVDIYSRSTYKNSPKSSQLAD

NTDB id 120878 DK92 RS01415 WP 047235659.1 SLVGSGTKHKYLLYTNGKFPYLHQNFVTLNLGTSYPTYSNIPVLQVISQGQGRTALQDVTFPSGVTKKSSVDIYSRSYKNPKSLD 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGK.KVSSVDIYSRTYKSPSQAD 254
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGK.KISSVDIYSRTYKSPSQAD 254
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISSVDIYSRTYKSPSQAD 254
consensus !*!!!!!!!!!!!!*! *!!**!!!!!**!!!!!!!!!****!!*!!*!!!!*!****!*!!*!* !*!!!!!!!!*!!*!***!

logo

D
A
I
R
T
D
K
R
V
S
N
YYGKDGNDSPYTKATI

K
N
S
N
RYVQDYPSMI

V
H
T
N
SSFAVI IAGFLFIGVLMVFLSYI

A
V
L
G
A
L
IPLGLSFYMALRFKNTI

Y
LFDRSFVSTAGI

T
V
M
LTFMLLASLPSTIAVL IVYVIVIRFLLI

NTDB id 120878 DK92 RS01415 WP 047235659.1 DITKVNYGKGDSYTKTINNYVDPSMIHNSFVIGFFGVMFSYIVGLPLGLFMARFKNTYFDRFSTATMTFMLALPSIAVIYVVRFL 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLI 338
NTDB id 293 STER RS06925 WP 011681416.1 ARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLI 338
NTDB id 325 STU RS16125 WP 002946410.1 ARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLI 338
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NTDB id 120878 DK92 RS01415 WP 047235659.1 GGMVGLPDSFPMLGASDPKSYILPALILGILNIPTTVIWFRRYLVDLQASDWVRFARSKGLSESEIYRGHLFKNAMVPIVSGVPA 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPA 423
NTDB id 293 STER RS06925 WP 011681416.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
NTDB id 325 STU RS16125 WP 002946410.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
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logo S I IVLSGAVIGTGATLTETVI FAFYPGMGKML IDS IVKRSAASNNSAMI
VVGLTVF I FTVALTS IVFSLLLVGDIVLMTLMIVIDPR IKLSTTSKKGGGKK

NTDB id 120878 DK92 RS01415 WP 047235659.1 SIILAIGGATLTETVFAFPGMGKMLIDSIKSANNSMIVGLTFIFTVLSIVSLLLGDIVMTLVDPRIKLSTKKGGK 500
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
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