
logo MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGI
VLL IVNWQKGNVAQTNIQQLEATELSTQLQGEQQ

NTDB id 120747 D082 RS15125 WP 028948288.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGILLVNWQKNVAQTNIQQLEAELTQLQGEQQ 85
NTDB id 1412 SGL RS10690 WP 010872898.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLLINWQKGVAQTNIQQLETELSQLQGEQQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!! !!!!!!!!!! !!*!!!!!!!

logo KIQEVEAKTAAAHQEADGL IGSVFNSQIKPWSALFQE ITNQLPQEVQLQS IQQEGNVI
VTLSGFAGNYGSLNDFLLTLQSSKFLQANSK

NTDB id 120747 D082 RS15125 WP 028948288.1 KIQEVEAKTAAAHQEADGLISVFSQIKPWSALFQEITNQLPQEVQLQSIQQEGNVVTLSGFAGNYGSLNDFLLTLQSSKFLQASK 170
NTDB id 1412 SGL RS10690 WP 010872898.1 KIQEVEAKTAAAHQEADGLIGVFNQIKPWSALFQEITNQLPQEVQLQSIQQEGNVITLSGFAGNYGSLNDFLLTLQSSKFLQANK 170
consensus !!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo TKQLMTANAASALP ITGEGATTAVEQTGGTEEPESATDEQAGATSGTVLVIPAGVSYTIQTE ITNTPDKDEL ITAL IAKNGAAGLVARFKFLELKGVLD
NTDB id 120747 D082 RS15125 WP 028948288.1 TQLMTANASALPITGEGTTVQTGGTEEPETEQGTSTVLIPAGVSYTIQTEITNTPDKDLITALIKNGAAGLVARFKFLELKGVLD 255
NTDB id 1412 SGL RS10690 WP 010872898.1 TKLMTANAAALPITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTEITNTPDKELITALIANGAAGLVARFKFLELKGVLD 255
consensus ! !!!!!! !!!!!!!! ! !!!!!!! *!* ! !*!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!

logo RPADGI
VPDEVAPPPP I LVEPPAGEGATPGTAEEQSTNPPANN

NTDB id 120747 D082 RS15125 WP 028948288.1 RPADVPDVPPPPIVEPPGEGTPTEQSN.... 282
NTDB id 1412 SGL RS10690 WP 010872898.1 RPAGIPEVA..PILEPPAEGAPGAETPPANN 284
consensus !!! *!*!***!!*!!!*!! ! ******
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