
logo MNTSDPNPAQAFENWFEEDEEGDEDAFTSL IAGGEEETNKSGI EELDFGDLFEGEPTI
V IQGDEGFGSTAPPSPSGSEQEDEEPPVRMTLDFNSPEAELDA

NTDB id 120743 D082 RS13465 WP 028947147.1 MNSDPNPAQAFENWFEEDE.EDAFTSLIGGEEENKGIEELDFGDLFEGEPTIIQGDGFGTAPPSQEEEPVRMTLDFNSPEAELDA 84
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPEAELDA 85
consensus ! !!!!!!!!!!!!!!!*!**!!!!!!!*!!! ! !!!!!!!!!!!!!!!!*!!!*!!!**** !**!!!!!!!!!!!!!!!!!

logo LFATDEEDAPPSTTAIDPFESSSWLE IDQMMEADEPLVAS IPETNAPAYQTASGGLDADENDLAELQDLLGVGDAVEPANAITNSPGLHPDSFAGSAGDPPRTV
NTDB id 120743 D082 RS13465 WP 028947147.1 LFAEEDPPSTAIDPFESSSWLEIDQMMEAEPV.......APAYQTSGGLDAEDLAELQDLLGVGDAVEPNATSPGLPDFASGPPT 162
NTDB id 1419 SGL RS12550 WP 010873252.1 LFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGD.VEPAITNPGLHSFAGADRV 169
consensus !! *!!*!*!!!!!!!!!!!!!!!!!!!!*!********!!!!!! !!!! !!!!!!!!!!!!!*!!! ! !!! !! ***

logo
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N
E
KVLLFAADIDDLDGL IDNAPVLDEPESFSFATELESTL IDTPAVPQKSFASTI SHPFRLVPVAMVEEEDEDEFKDLEALLEQADSSLGGGI

NTDB id 120743 D082 RS13465 WP 028947147.1 DVIEGKVLLFADIDDLDGLIDAPVLDPSFSFAELESLIDTPVQKSFSTISHPFRVPVAVEEEDEDEFKDLEALLEQADSSLGGGI 247
NTDB id 1419 SGL RS12550 WP 010873252.1 TPLTNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISHPFRLPVAME.EDEDEFKDLEALLEQADSSLGGGI 253
consensus ** !!!!! !!!!!!!! !!!!!* !!! !!!*!!!!! *!!! !!!!!!!*!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!

logo AGNMVGGSATRLPAVRPRQVKSRSFEQTMRVP IKQLDNLSNL IGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLL
NTDB id 120743 D082 RS13465 WP 028947147.1 ANVGSTRLPVRPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLL 332
NTDB id 1419 SGL RS12550 WP 010873252.1 AGMGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLL 338
consensus ! *! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EGALLASRSATGNGSRHHSSKTTYPDAR I
VTASSSSTMNDQPLDALEMDRFTGFHLLSQEMIEL IVRVRESASDIQYLVDETDQVARTL

NTDB id 120743 D082 RS13465 WP 028947147.1 EGALLASRSAGGRHHSSKTTYPDARVTASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTL 417
NTDB id 1419 SGL RS12550 WP 010873252.1 EGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTL 423
consensus !!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVKNLEVEGGDVL IDKMI LEHLYNPMTHLVNNAITHGI ETPATERQKL
NTDB id 120743 D082 RS13465 WP 028947147.1 RQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVKLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPTERQKL 502
NTDB id 1419 SGL RS12550 WP 010873252.1 RQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKL 508
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo GKSPEGHLAVRAFLQGNQTL ITVSDDGAGINTEKMVKQKAVEKGL I STRMEAQSLSQSEVYDLLFHAGFSTKDI
TADDFAGRGVGLDV

NTDB id 120743 D082 RS13465 WP 028947147.1 GKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEKVKQKAVEKGLITRMEAQSLSQSEVYDLLFHAGFSTKDIADDFAGRGVGLDV 587
NTDB id 1419 SGL RS12550 WP 010873252.1 GKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDV 593
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!



logo VRTSL IDIRGAINS IDESTVGKGTTFTIRLPLTLS ICKALCCLSDRAR IAFPMDGVEDTRDYLPKRDIV I
TDEDGQKCVKYGKEASLLLP

NTDB id 120743 D082 RS13465 WP 028947147.1 VRTSLIDIRGAISIDSTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPRDIVIDEDGQKCVKYGKESLLLP 672
NTDB id 1419 SGL RS12550 WP 010873252.1 VRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLP 678
consensus !!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!! !!!!

logo LYPLKDLLNYNRQLSRGSVYGGKQEDEDVVRVI IARGSSGNLLALQIDQI
VLGEEE IV IKQI EGP IPKPPGIAGATVRGDGS IMP IA

NTDB id 120743 D082 RS13465 WP 028947147.1 LYPLKDLLNYNRQLSRGSVYGGKQEDDVVRVIIARGSSGNLLALQIDQILGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIA 757
NTDB id 1419 SGL RS12550 WP 010873252.1 LYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIA 763
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVLEL I E IAQGRLRTDSSGGLWRKTLTPTAVNEVHMDPTVL IVDDS ITVRELLSLSFKKAGFRVEQARDGQEAWDEQLKSGLPCDLV
NTDB id 120743 D082 RS13465 WP 028947147.1 DVLELIEIAQGRLRTDSSGGLWRKTLTPTANEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWEQLKSGLPCDLV 842
NTDB id 1419 SGL RS12550 WP 010873252.1 DVLELIEIAQGRLRTDSSGGLWRKTLTPTVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLV 848
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo FCDI EMPRKNGLELLSELQADEELCSS IPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDI LDAANRMLNGEVLLPGSTRKTNSS
NTDB id 120743 D082 RS13465 WP 028947147.1 FCDIEMPRKNGLELLSELQADEELCSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTSS 927
NTDB id 1419 SGL RS12550 WP 010873252.1 FCDIEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNS 933
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo I LSRFKKARGNSFSEEAPTIVERSNTPGTLRSTVL I IDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDL I LCDI EMPR
NTDB id 120743 D082 RS13465 WP 028947147.1 ILSRFKKARGSFSEEAPTIVESTPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPR 1012
NTDB id 1419 SGL RS12550 WP 010873252.1 ILSRFKKARGNFSEEAPTIVRSNPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPR 1018
consensus !!!!!!!!!! !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MNGLELLER IQEDPNLSR IPVAMITSRGAQKMQRMAAEKGAKGYFVKPYI EETLLEASQRL IMRGEVLLDNLAAI
LSADE

NTDB id 120743 D082 RS13465 WP 028947147.1 MNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLMRGEVLLNLAAISADE 1089
NTDB id 1419 SGL RS12550 WP 010873252.1 MNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!*!!!!
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