
logo MATETNFSQLYGLAYAAYGQGDNYQEASSHI EQLAATDFPDEDPNVLLLRGHIYVGLEQYALAHNEQAYQAGVIRFLSDRQDL IDCAHNQALG
NTDB id 120735 D082 RS08210 WP 028948126.1 MATETNFSQLYGLAYAAYGQGDYQEASSHIEQLATDFPDDPNVLLLRGHIYVGLEQYALANEAYQAVIRLSDRQDLIDCAHQALG 85
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCANQALG 85
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!* !!!*!!! !!!!!!!!!!*!!!!

logo QIQEGENEGPTGRDGNGADKDPSFGLQDQDWQNSDS ILDANIDNQGSMADWDETGVFTEEDFGEPTLGRAPSTPTNPGMDHPFGRSSAGSFGTSGARSSYE I EHNL
NTDB id 120735 D082 RS08210 WP 028948126.1 QIQGNGTGDNGADDPFGQDQDWQNSLDNIDQGMDWDTGVFTEEDFGEPTLGRAPTPTNPGMDHPFGRSSGSFGTSGASSYEIEHL 170
NTDB id 1418 SGL RS04210 WP 010871656.1 QIQEEEPRGNGAKDS..LDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSGARSYEIENL 168
consensus !!! * !!! !*** !!!!! *! !!* ! !*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!! !!!!!*!

logo DWSPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGI
V
A
VDFADLAADQVPSSAGI

MGAGATADAGASEYPDPYQSTWDGGDWSEAGLGLDDEPEAVLVAP
NTDB id 120735 D082 RS08210 WP 028948126.1 DWSPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGVVDFADLAAQVPSAGMGAAAASEYPDYQSWDGGDWSEGLGLDEPEVVP 255
NTDB id 1418 SGL RS04210 WP 010871656.1 DWSPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALA 253
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!! !*!!!*!* * !!!*!!*!!!!!!!!*!!!!*!! **

logo

N
Q
A
V
P
QTPTSGDSYGAGKNENLPSFDAFEEGVEGDELSDFNLTDIAPELPDSSLFSTQASTGNLDI

L
G
S
A
S
M
VGQRAIDYDTQGSGDETPVVYGHGAGNAAPPGMAT

NTDB id 120735 D082 RS08210 WP 028948126.1 NVQTPTSGSYG.GKELPSFDAFEEGVGDELSDFNLTDIAPELPDSSLFTQSTGLDLSSMGQAYDTQSGDEPVYGGANAAPPGMAT 339
NTDB id 1418 SGL RS04210 WP 010871656.1 QAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVV.HGGNAAPPGMAT 337
consensus * *!!!!! !!*! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*! ! !!* *! !!! !! *!**!*!!!!!!!!!

logo WLKPDEGAATTGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFKRKQIYMAIASGLVFSGFVAVVLVLGNS IVVGLGGNTPGKDVPAPPSGEQTTTE
NTDB id 120735 D082 RS08210 WP 028948126.1 WLKPEGATTGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFKKQIYMAIASGLFSGVVVLVLGNVVGLGGNPGDVPAPPGQT.TE 423
NTDB id 1418 SGL RS04210 WP 010871656.1 WLKPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGETTTE 422
consensus !!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!! !!!!! *!!!!! ! !!!!!*! !*!!

logo APAEQGAPATEQGEQAVPTPSPQSTPEEKEAPGSKPSLLNLAFLLTAI
LATAVI

VGVFL INRSLLMQRQIKS I IDDLQNQFES IYEGNFNVRAKVRSEDELGA
NTDB id 120735 D082 RS08210 WP 028948126.1 APAQGAPTQGEVTPPSPEKEASKPSLLNLALLTALATVVGVFLINSLLMRQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGA 508
NTDB id 1418 SGL RS04210 WP 010871656.1 APAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGA 507
consensus !!! !!! ! ****!! !* !!!!!!!! !!!*!! *!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTQRFNYI SQVI LTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLRE IVLQVK
NTDB id 120735 D082 RS08210 WP 028948126.1 LTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVK 593
NTDB id 1418 SGL RS04210 WP 010871656.1 LTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVK 592
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTES I ERVAENAREAEEVAHTSSLTALKGGEAVERTVGGI LQIRE
NTDB id 120735 D082 RS08210 WP 028948126.1 NAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRE 678
NTDB id 1418 SGL RS04210 WP 010871656.1 NAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRE 677
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TVSETARKVKRLAEASQE I SKIVAVI SQIASRTNLLALNAS IQAARAGEAGRGFAIVADEVRQLADRSAKSLKE I EQIVLQIQSE
NTDB id 120735 D082 RS08210 WP 028948126.1 TVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSE 763
NTDB id 1418 SGL RS04210 WP 010871656.1 TVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSE 762
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGSVMTAMEEGIQQVIDVTDKSEQSKRALEDI I EVSNR INTLVRS ITADTVKQQENSGAVSNVMQS I ELTAQETSQESQRVAGSL
NTDB id 120735 D082 RS08210 WP 028948126.1 TGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSL 848
NTDB id 1418 SGL RS04210 WP 010871656.1 TGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSL 847
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QTLVAS I SRDLLTSVERFRVESKR
NTDB id 120735 D082 RS08210 WP 028948126.1 QTLVAISRDLLTSVERFRVESK 870
NTDB id 1418 SGL RS04210 WP 010871656.1 QTLVSISRDLLTSVERFRVESR 869
consensus !!!! !!!!!!!!!!!!!!!!*
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