
logo MWQS IRSL ILFQTPCPLCQKPSQDQFLCRDCTGQI FLSHCRFAPPRKNFLPQQWQGNFPRFVWGQYEGQLRRALTVMKFEQQPDIG IWLGEQLA
NTDB id 120731 D082 RS06870 WP 028948505.1 MWQSIRSLLFQTPCPLCQKPSQDQFCRDCTGQIFSHCFAPNLPQWQGNFPRFVWGQYEGQLRRALTVMKFEQQPDIGIWLGEQLA 85
NTDB id 1422 SGL RS13010 WP 010873338.1 MWQSIRSLIFQTPCPLCQKPSQDQLCRDCTGQILSHRFPRKFQQWQGNFPRFVWGQYEGQLRRALTVMKFEQQPDIGIWLGEQLA 85
consensus !!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!! !!*!** *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

E
Q
A
QWLKQQPQAKLTKR I

LRPQVVP IPLNSANRKQAEQRGFNQAER IAAGFCRLTGYVLHRPQALQRRVKDTQALFGLGSPGDRRRELQSALATGPAG
NTDB id 120731 D082 RS06870 WP 028948505.1 QAWLKQPQAKLRIRPQVVPIPLSNRKQAERGFNQAERIAAGFCRLTGYVLRPQALRRVKDTQALFGLGPGDRRRELQSALATGPA 170
NTDB id 1422 SGL RS13010 WP 010873338.1 EQWLQQPQAKTKLRPQVVPIPLNARKQAQRGFNQAERIAAGFCRLTGYVLHPQALQRVKDTQALFGLSPGDRRRELQSALATGPG 170
consensus !! !!!!! **!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!*

logo FNPTHRHRPWL I LVDDI ITTGTTALEARRAIMEEKGAKVLGIVAIAAPSFSQRPTMELGRQHQ
NTDB id 120731 D082 RS06870 WP 028948505.1 FNPHHPWLIVDDIITTGTTALEARRAMEEKGAKVLGIVAIAAPSFSRTMELGQH 224
NTDB id 1422 SGL RS13010 WP 010873338.1 FNTRRPWLILDDIITTGTTALEARRIMEEKGAKVLGIVAIAAPSFSQPMELRQQ 224
consensus !!***!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! *!!! !*
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