logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

logo

NTDB id 120730 D082 RS06785
NTDB id 1416 SGL RS14595 WP
consensus

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

WP 238546871.1
010873643.1

oeerew UL 00 LR g LA O RHRD

............... NIV AL VATA IGINKIIDPBIGLGQSLAR DPLPQQMNIIMVYFNLNMAKGADFIDPDRDFKRQOGDNFEQI
MGKLNRGWKPNPVVTIIWNLAL VATA IGIEKMDPIRGLGQSLARJYDPLPQQIAXINVYFNLNMAKGADFIDPDRDFKRQGDNFEQI
[

K K ok K K ok K K ok K K ok ok K K TR I

A AR B B AR AR

I EQINQAQS IDLAVQELRLPRIAQALVEKQEWAGVRVRLVLENMYNQTIKEAVEEW DP RYR PLAYLDQONQDGRIS EESAE
I EQIPIQAQS IDLAVQELRLPRTIAQALVEKQMENGVRVRLVLENWYNQTIKEAVEjNY DP RYR PLAYLDQONQDGRIS|ZAESAE

Pk DL T sk bt Pt Lt kb bk bbbkt DLk L LTI

DDA VA RS

RDA EILRTBIKIPLIDDTEDGSKGSGLMHHKF V DNKT IVTSANFTPSDQ GDYDDEIFTRGNANNLLV QSPAVAHLFTEEFN
RDA EILRT KIPLIDDTEDGSKGSGLMHHKF V DNKT IVTSANFTPSDQEIGDYDD FTRGNANNLLV QSPAVAHLFTEEFN

A GBS

LLWGDGPG EKINSLF INKPR AKV KVGETWVTVKFSPDRRA PF |JATSNGLIAQYLNQAQQ IQLALFVFSEQMWLSNVINQR
LLWGDGPG EKISLF INKPBRIJAKV KVGETWVTVKFSPDRRA PFI@YTSNGLIAQYLNQAQQ IQLALFVFSEQMLSNVINQR)
UL LUkt Dbk bl ok Dbk b DL LUt kb bk DO EL kb L bt

P ENAL R AERSELLL YT L LTER T AL R HHRALION T A

FQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLENCLEQPGNEPWIYL TEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAA

FQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEPCLEQPGNSPW LIZFTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAA
PELLLL e bbb bbb Db E L L L L et

IDE VAL LR e TR e LA LR

NHNNDETVLVLENIZQTIAYHYQRELDRLY BEYGLPPTVQARI RQEQECANP@NPSPKPLAKATPNRLVNLNRGSQEELESLPGI
N QIA

NHNNDETVLVL[N INHYQRELDRLY @EYGLPPTVQARI RQEQECANPRIPSPKPLAKATPNRLVNLNRGSQEELESLPGI
P Ikl 1] N

A AR CLEL AL LRAT

GPSTAEKII TREQKAFTSLEDLGRVKGIGPSKIEGLRGKVT WiR:]
GPSTAEKII TREQKAFTSLEDLGRVKGIGPSKIEGLRGKVT W]

85

155
170

240
255

325
340

410
425

495
510



[><] e

non conserved
similar
> 50% conserved



