
logo MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDEAPEQLRQALVQVKKTGRSLPEE I
LKAVTGRELSPELLRQYKKNQLFELKVLYGV

NTDB id 120728 D082 RS05610 WP 028948737.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVEPEQLRQALVQVKKTGRSLPEEIKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DSVDPEVAP IATQREQMAEL IGKRFFPLDTCRRFKFLPLAQQDEGDEPPSVLVAMVDPDNLAAQDELNR I LRVKGFELRRLVVTQDDFNQ
NTDB id 120728 D082 RS05610 WP 028948737.1 DSVDPEVAPIATREMAELIGKFFPLDTCRRFKFLPLAQQDGEPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFNQ 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFNQ 170
consensus !!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLDEQYYAIREEWEAAQEKQRDQEKRALDKLNDLTDIVGS IDMNLGEDVKDEDTVDNSALDSNDANQAPVINLVNKI LAKALQEGTSDIHVE
NTDB id 120728 D082 RS05610 WP 028948737.1 LLDQYYAIREEWEAAQEKQDQEKALDKLNDLTDIVGSIDMNLGEVKDDTDSALDSNDANQAPVINLVNKILAKALQEGTSDIHVE 255
NTDB id 1410 SGL RS13950 WP 010873519.1 LLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHVE 255
consensus !!*!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!! !*! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PQEETLR IRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRR IYQGRKVDFRVNTLPSRYGEKVCLR I LDN
NTDB id 120728 D082 RS05610 WP 028948737.1 PQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDN 340
NTDB id 1410 SGL RS13950 WP 010873519.1 PQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDN 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

S
TATQLGLDFL ITNPETLQTVRELAAGRPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDP I EYALPGITQVQVIREKGMD

NTDB id 120728 D082 RS05610 WP 028948737.1 TATQLGLDFLITNPETLQTVRELAGRPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMD 425
NTDB id 1410 SGL RS13950 WP 010873519.1 SATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMD 425
consensus *!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FSNI LRAFMRQDPDVI LVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTE
NTDB id 120728 D082 RS05610 WP 028948737.1 FSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTE 510
NTDB id 1410 SGL RS13950 WP 010873519.1 FSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTE 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CR IAYHPSKEELSRFGLSASSAGDDEVVTFYKANSTLSPDE IHLARQKGNLCQKCSGSTGYKGRVGVYEVMRNSER IAEL INQGATTDRI
NTDB id 120728 D082 RS05610 WP 028948737.1 CRIAYHPSKEELSRFGLSSSADDVVTFYKANTLSPDEIHLARQKGNLCQKCSGTGYKGRVGVYEVMRNSERIAELINQGATTDRI 595
NTDB id 1410 SGL RS13950 WP 010873519.1 CRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRI 595
consensus !!!!!!!!!!!!!!!!!! !*!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo KDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALSTCRTVCASAELQQEWLDCPYCMTPSRFS
NTDB id 120728 D082 RS05610 WP 028948737.1 KDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALSCRVCSAELQQEWLDCPYCMTPRFS 672
NTDB id 1410 SGL RS13950 WP 010873519.1 KDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !!!!!!!!!!!!!!!*!!!
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