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LR TICELARE el R N 8L UL

MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL
MKQEIGYLRQSTRKQQSLAAQKQRIEA AEKHHIQHINFYSDKQSGRKDNRSGYRQ T LIQQGQCD LCCYRLNRLHRNLKNAL

LD D R T

KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK
KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK
KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQV NG [NEKAKQG |RITTHAPFGYJRYHNGINFNNT [NBUS)

A TRV AGHLE v VRN Y RV&NQY gl PAINTT YEEAQMIRIQKQYKB

APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR
APTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR
PTVKAVENYY ISGBIGYKKIAQIRLE|2D gy INRMPYQVRNII NPNYCGRVRINQYGQ NMFP IVST IYE AQRLR QKQ KQ

e T e

KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ
KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ
TLTNMT RKKNHTLRYYVCPIANMNASRFVC FKGINAQTLEDKVLEVCKDF QNQR PEN@IKGAPDK

LA DT e AL

RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK
RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK
R KRQR IEM BTLRNEQLIEKLAQEMIDAETFREQTQSLRQOEIEN SINEHQIF BHQNIIQEMRFTLNELYPYI WIMEI K K
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el VMSV ..........................

A

SLAGIYFKNEPLNIVKQTMELSI Ve
SLAGIYFKNEPLNIVKQTMELS I Viuevie]
NLIGIYFKNEPLNIVNQTM SERIA 449

TSE NQLKQKIKCPCC

K non conserved
B similar
>50% conserved

170
170
170

255
255
255

340
340
340

425
425
425



