
logo MKQVAIGYLRQSTMTKQQSLAAQKQATI EAI
LAEKKHHNIQHYINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRNLKNAL
NTDB id 120693 X998 RS12220 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL 85
consensus !!!*!!!!!!!!*!!!!!!!!!!*!!!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGLIQKEKAKQGRKLMITTHAPFGYEHYHNGATF ITINDQTNVEK
NTDB id 120693 X998 RS12220 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
NTDB id 1 SACOL RS00225 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
NTDB id 10 SA RS00435 WP 000815646.1 KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE 170
consensus !!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!!!*!*!****

logo

S
APTVKAVFNYYI

L
K
QGHYGYKKIAQLYLEEADNDTKYF INRQKPYQVRNI I ILNPNYCGRVNINQYGQFYDENMFPSAIVSTSTIYEQEAQRVLTRSTQKQP I

VKQR
NTDB id 120693 X998 RS12220 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
NTDB id 1 SACOL RS00225 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
NTDB id 10 SA RS00435 WP 000815646.1 SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ 255
consensus *!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!!!*!!**!*!!**!*

logo

T
K
S
PSDENQLKQKIKCPCYCNDTSTLTNMTVIRKKNHHTLRYYVCPKQNMNASRFVCDEFKGINAQTELEDTKSVLEAVTCKQDFYFQNQRQI

LYTSKIKNGHATIDQKQ
NTDB id 120693 X998 RS12220 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
NTDB id 1 SACOL RS00225 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
NTDB id 10 SA RS00435 WP 000815646.1 TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK 340
consensus **!*!!!!!!!!!!*!**!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!*!!!!!!!*!!**!!**!*!!*!!!**!*!!***!**

logo R I
LKRQRNDI EKTHKHTTLTNQHEQL I EKLAQGDI

KIDAETFREQTQSLRQQPSQKRPTITSS INSGTHYQIQRHKTAI
FQNI IQKQRFTLNI

MLYPYI EDTE IHNITSKDNK
NTDB id 120693 X998 RS12220 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
NTDB id 1 SACOL RS00225 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
NTDB id 10 SA RS00435 WP 000815646.1 RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK 425
consensus !*!!!!*!!***!!**!!!!!!!!!**!!!!!!!!!!!!!!!!*****!!***!!****!!!!!*!!!!!*!!!!!**!*!*!*!

logo

N
SL IAGIYFKNEPLNIVNKQTMQESLS IAV

NTDB id 120693 X998 RS12220 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 1 SACOL RS00225 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 10 SA RS00435 WP 000815646.1 NLIGIYFKNEPLNIVNQTMQSSIA 449
consensus *!*!!!!!!!!!!!!*!!!**!!*

X non conserved

X similar

X ≥ 50% conserved


