logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GC0O85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

o D Ty
&VK«E Al
GSVSHLAR . LTHRMK SKDJH
GSISFITK.ISHRMKGKDENE

Lereoetod 0. s

MRDHIQ IKK
9D A[RHIIK TKK

DY po QKEK5E§EE Thpes KLYE EVp

N ISG 'NSNG

NMRMK NSSGKK.TSGN
RHEJASDJSL
RHSJASD|SL
RH[JASDJSL
NKAEQ)S.
DRQ[GAJS.
DRK[EV]Y.
DRKGIK.

kk Dk *x x| %

PPBL TjgH
INTKNS VAT
INQMMP T)gA
TQVMPVIZA
* % % * %

J\DIT
K P MPRIA]

kkk k| kokk 11

wﬁwwﬁmﬂ%H%L

5=V

[l N e il T T T

NEFTE e * Uk rokkk Lkl x|

AR E Ao el s LA

RLAfNY EK EQLRAKVIKALIYPSMV VA GV PlaFIaN] FiQeFGAELPIYF T QNV
RLAY EK EQLRAKVIKALIYPAMV VA GV PIOFINY FNeFGA LPAFTQNIV
MVAIG
BVAIG
WVAIG

* % ¥ kxkkkx Kk ok

¥|I

AWYKEKHEM 4K KKALWYP
AINYKEK ERIL EK KKA NYP

*  kk Ik sk D skskkx * Kk k%

BLR01) LAﬁﬁE %kﬁéﬁs

Ik |k

e D By 0ol AR RTLATOEAN Y Lo ST el

SIRTLAT FAAG P
SRTLAT F AG P
RTiAT FAAGVPLVDYL STAGAiGN

bolsksk Doskosk |0 skosk sk sk k ok sk k [IE S N S E N |

AAGVPLVDWL STAGAEGN
GN
AGA GN

RTL T FAAGVPLVDAL S|YAGA GN
SIRTLAT FAAGVPL DAL STAGA NN

SRTLAT FAAGVPL DALRSTAGA
NEE

FAAGVPLVD|YL STAGAE

G PIEGD VMKANMIAR
G PI GD VMKAMIAR
* kkkkk | kx|

A
A
A
A RTL | FAAG PLV AL[SH
A
v
*

K Dkkk | xkox | e *x | % Pkokskok |

152
151
154
154
154
151
150
153
153

232
231
234
234
234
231
230
233
233

312
311
314
314
314
311
310
313
313



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1

1113 AAA85695.1 219..1451( )

120330 NMA510612 RS11030 WP 002216405.1
1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1

1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

H/BEBTéQ LP LNi; B@TEEF E—LA\IEQ &

) A Ll e 5

IMF@IAMRITIHNFPIAM LQMVIIIGEESGNLDDMLNKVApRIY EIJE VD N§yVDIL [} @R#E P
FPiAR LOMVIIIGEESGRILDDMLNK ALY E|JEVDNyVDIL S|\@8EP
FPNM LQOMBBJIGEESGSJLDDMLNKEWAIREYE EVDNAVIQUL SIAMMEP
FPNM LQOMBBIIGEESGSJLDDMLNKEWAIREYE EVDNAVIGQALSEMMEP
FPINM LQOMBBSJIGEESGSJLDDMLNKEAIRFYE EVDNAV{GQILSIAMMEP

QMVINIGEESGIAL MLEKVANFYE EV NAVDJALSKJRREP
QMIEPAIGEESGILD MLEKVAWFYE EVDNEVD[EL [NEMEP

RlINaI g AMRIN NEIFPRIMIN QMVINIGEESGIALDEML ' KVAW YEJEVDNAVD[EL EMMEP

*kk ok I % * * 1

VAMYLP FENLG

VAMYLP FEFNLGNVV
VAMYLP FNLGNVV

VVAMYLPIFKLGSEV..

AMYLPIF
V AMYLPIF
V AMYLPIF -
sk DD s sk *

X non conserved
B similar
> 50% conserved

QMVIAIGEESGHLD ML KVAR| YESJEVDEIAVDEL BMMEP

408
407
410
410
410
406
405
408
408

il ly

W

Li

|

* x| S N A T T Y Y B | Plslssl %l k Uk Dok okok D Dok Dokokok | Ikokok |k ]

392
391
394
394
394
391
390
393
393



