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NTDB id 279 KZH43 RS00140 WP 074017595.1 VPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
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=

NTDB id 509 SM12261 RS00130 WP 078228442. VPKNSLTGITIYPKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 120238 CY96 RS26680 WP 001085202.1 458
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