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NTDB id 1426 RS RS05575 WP 011001070.1 ..MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAW 83
NTDB id 120170 CL52 RS07120 WP 235366402.1 MKARTGMAALAVG........LLVPRWLPELPAGALLALLGATAVGAMCWKR...TRPFACFALGLVWACWQAQLALDDRLPVDL 74
NTDB id 1199 PSJM300 12650 AFN78592.1 ..MRAGMLALAAG........LLLLRFLPQLPSFGWLLALAPVGLL.LLPFR...WRPLAFFLFGLVWACLNAQWALDDRLPVDL 71
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NTDB id 1426 RS RS05575 WP 011001070.1 EGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKR 168
NTDB id 120170 CL52 RS07120 WP 235366402.1 DGRTFWLEGVIVGLPATIDGVVRFELTDIQ.SRHAGLPSRLRLGWHG....................GPALRAGERWRLAARLKR 138
NTDB id 1199 PSJM300 12650 AFN78592.1 DGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKR 135
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NTDB id 1426 RS RS05575 WP 011001070.1 PHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSG 253
NTDB id 120170 CL52 RS07120 WP 235366402.1 PRAMVNPQTFDYEAWLLSRHIGATGTVKAGERVAASV............TAAGWRDALRQRLAAL.DAHGRSGAIAALVVGDDSG 210
NTDB id 1199 PSJM300 12650 AFN78592.1 PSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTV.EAHGRAGAIAALVVGDGSG 207
consensus ! ***!! *!!*!***!** **!*!****!*!** ** * **!!***!**!*** ********!*!!!!!! !!

logo

I
L
A
S
T

P
Q
T

G
ADWEQR I

R
V

F
L
R
Q
R
DTGI

T
S
VHLLMVSVI SGLQHI

V
A
G
TMI

LAGLFLGYGAVLWVHLMALLAWYRLRWSGCFIGLARWLRTPL
WPLQSRMLPAWQLRPAVWGAACVGALAMFGAAGAFLAGYACGLWLAGMFGEVPAV

NTDB id 1426 RS RS05575 WP 011001070.1 IAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPA 338
NTDB id 120170 CL52 RS07120 WP 235366402.1 LTPGDWQILQDTGTVHLLVISGQHVAMLAGLLYGLVHLLYRLGC.........WPSRLPWLPVACGLAFGGALGYAWLAGFEVPV 286
NTDB id 1199 PSJM300 12650 AFN78592.1 LSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGI.........WPQRLPWLPWACGLAFAGALGYGWLAGFEVPV 283
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NTDB id 1426 RS RS05575 WP 011001070.1 QRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLR 423
NTDB id 120170 CL52 RS07120 WP 235366402.1 QRACVMVAAVLLWRLRYRHLGVWFPLLLALVLVLLANPLVSLQPGFWLSFAAVALLVWVFA.......GRLGAAGW....WR... 357
NTDB id 1199 PSJM300 12650 AFN78592.1 RRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW....WR... 354
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NTDB id 1426 RS RS05575 WP 011001070.1 GAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EPWSQP.VLIWAEASFAWLMPWLDALALPG 506
NTDB id 120170 CL52 RS07120 WP 235366402.1 TLLRAQWAMTLGLLPMMLMLGLPVSFSGPLANLVAVPWVSL.TVPFALVGTAALYLPLGLGESLLNGVGWSLQGLFGLLAWVAGW 441
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPW.LGEALLWLAGGLLAVLFELLALIAGW 438
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NTDB id 1426 RS RS05575 WP 011001070.1 GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDT 591
NTDB id 120170 CL52 RS07120 WP 235366402.1 QPAWLAPQASGWMLLAASLGALILLLPAGIP...FRLFGGLLMLPLLFVGSERPPPGRAEIHVLDVGQGLSVLVRTQGHDLLYDA 523
NTDB id 1199 PSJM300 12650 AFN78592.1 QPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDA 520
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NTDB id 1426 RS RS05575 WP 011001070.1 GPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRW 676
NTDB id 120170 CL52 RS07120 WP 235366402.1 GPRYGRF.DIGERVVVPSLRRLGTRQLDLLLLSHADSDHAGGAQAVLRSLPVRRMLSGEAQA.......LDL.PAVEDCRPGERW 599
NTDB id 1199 PSJM300 12650 AFN78592.1 GPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRW 597
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NTDB id 1426 RS RS05575 WP 011001070.1 AWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLD 761
NTDB id 120170 CL52 RS07120 WP 235366402.1 RWDEVRFETWRWLR......AGDGNQASCVLAVEAAGERILLTGDLDSAAEQALLGSRF..NPRSDWLLLGHHGSRTSTSVAFLS 676
NTDB id 1199 PSJM300 12650 AFN78592.1 TWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLA 674
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NTDB id 1426 RS RS05575 WP 011001070.1 AVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 120170 CL52 RS07120 WP 235366402.1 AVAPSAALVSRSAHNPFGHPHSEVLHRLDEAGIPLYDTARDGALRIVLGSF..TAPQGLRWERRFWRENENGSRR......LAAG 753
NTDB id 1199 PSJM300 12650 AFN78592.1 AVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAF..GGARRMRDEPRFWREK................ 741
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NTDB id 1426 RS RS05575 WP 011001070.1 P... 847
NTDB id 120170 CL52 RS07120 WP 235366402.1 PVLE 757
NTDB id 1199 PSJM300 12650 AFN78592.1 .... 741
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