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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 120139 UIB01 RS07720 WP 080695059.1 MRIWMLAFAAGLVLPRFLPMLPGIWACVVFAMVGVLMLMC.RR..........TVALGLFLLGLSWACYQGQNAVDDRLP 69
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF..R..........WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 120139 UIB01 RS07720 WP 080695059.1 ASMDGRTFWIEGRVVGLPGAVGDVVRFELVDI.ESRHVGLPSKVRLSWYGG....................PQLRAGERW 128
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 120139 UIB01 RS07720 WP 080695059.1 RLAARLKRPRGLVNPQSFDYEAWLLARGIGATGSVKAGGRLSAS............AATDGWRDRLRARLMD.VPAFDRQ 195
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLT.VEAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 120139 UIB01 RS07720 WP 080695059.1 GAIAALVVGDDSGLSRSDWQVLQDTGTVHLMVISGQHIGMLAGLLYGLVALLARLGIWPRQW.........PWLPWACGL 266
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRL.........PWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 120139 UIB01 RS07720 WP 080695059.1 ALAGALFYGCLAGFDVPVRRACFMVAVVLLWRLRFRHLGVWQPLLFALNGVLLIDPLVTLQPGFWLSFGAVAVLALVFA. 345
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 120139 UIB01 RS07720 WP 080695059.1 ......GRLGRWVW.......WKTLLRAQWAATLGLLPLLLALGLPVSASSPLANLIAVPWVSL.TVPFALLGTALLPLG 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 120139 UIB01 RS07720 WP 080695059.1 GVGEAILWLVGGSLALLFELLSFIAAWRPAWLAVGLPSWALLMIGMGALLLLMPTGIP...PRALGLMLLLPLVFPPVTA 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 120139 UIB01 RS07720 WP 080695059.1 VPEGRAQVWLLDVGQGLSVLVRTREHALLYDAGPRQGDF.DTGERVVFPSLRSLGVARLDKLLLSHADNDHSGGAQAIQR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 120139 UIB01 RS07720 WP 080695059.1 LMPVAKIISGEPQRH.......AADLPAEPCESGLAWQWNDVRFSLWQW......QAARDSNQTSCVLLIEANGERVLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 120139 UIB01 RS07720 WP 080695059.1 GDIDEAAEQALVRSR..QDVQAQWLLLPHHGSRSSSSESFLRAVGPTAALISRSLHNAFGHPHPSVSARLLALDINAYDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 120139 UIB01 RS07720 WP 080695059.1 ALHGAIRIDLGDFS..AAEVMRTQRRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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