
logo MGRAENRLRTFLFSEGDEQGQRR I LRLYHLYRLTIGLAVLVLL I SASDELEHDNDQLVLKQLMS
V
H
NPEQLFHQVYGASWCLYL IVFLNI LVALVFLLVPQPSPSERQRDLLP I

V
F
L

NTDB id 120130 UIB01 RS02965 WP 038656723.1 MGAENLTFFGDQGRRILRLYHLYRLTIGLALVLLISADLHNDLLQMSNPQLFQYGAWLYLILNILVAVLVQSPERDLPVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !! ! *!! !!!!!!!!!!!!!!! !!!!!! *!* *! * *! !!* ! !*!!* !!!!!* **** !!*

logo

G
I LALMTDVI

L
L
MLCSAGLFYAFGGGTVPSGIGNSLL IVVAVAIANI LLRGR I

VGFLFVIAAAVAASLTGL ILYLTFFYLS ILSRSPDEASTNSHQYVQAGSAGLG
NTDB id 120130 UIB01 RS02965 WP 038656723.1 GLALMDVILLSALFYFGGGTPSGIGNLLIVAVAIANILLRGRVGFFIAAVAATGLIYLTFYLSISRPEASSQYVQASALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!**!**!!! !!! !!!!! !!*!!!!!!!!!!!!!*! !!! ! !!*!!!!*!!*! !*!* *!!!! *!!

logo TLCFAAAFLLVI
VQAGLAVRRLQEQFQSTETLAEREQRAEETVANLEAELNAL I LQRMRTGI LMVLVDPSQREQAR I

VLLANQAGALGQLLGRQDDSLVQTGAERSLAG
NTDB id 120130 UIB01 RS02965 WP 038656723.1 TLCFAAAFLVQGLARRLQFSETLARQRAEEVANLEALNALILQRMRTGIMVLDPQERVLLANQGALQLLGQDSLTGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!! **!*! !! *!!!! !!! !!!!! !!!!!!!!!!!!!*!*!* *!!!!!*!! !! !! * ! !*

logo
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C
SPEMLLMHKACLMKQQWRLNNPSTLRPPQNTLKAVI

VPDGGPTLVQPSFAIASLNQHREGDNDKLQDHTVL IVFLEDI
TSQIAQKQAQQLMKLAGSLGRLTAGS IAHE

NTDB id 120130 UIB01 RS02965 WP 038656723.1 PRCPELLKALQQWRNNPTLRPQNLKAIPGGPTLQPSFAALQHGNKLDTLVFLEDTSQIAQKAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !**** !!! !!*!!!* !! *! !!!*!!!! !** * !*!!!! !!!!! !!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLHQESDEELDASAPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFVDSEYPRGQGRLRSANDQ
NTDB id 120130 UIB01 RS02965 WP 038656723.1 IRNPLGAISHAAQLLHESDELDSADRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFVSEYRQGLSAQ 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!*!!*!!! *!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!! !!* !
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L
VHLEQLTGVAGGSDS ILQTRMDPHNQLNTQVLSTNLVQNGLRYSAGQAQHEGRAGQVWLRSLAFRDEEPAESDLP I
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NTDB id 120130 UIB01 RS02965 WP 038656723.1 QTVHLETVGSSLQTRMDPNQLTQVLTNLVQNGLRYSGQQHERAQVWLRLFREEASDLPIVEVLDDGPGIAAEQLHNVFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! * *!!!!!!*!! !!!*!!!!!!!!!!*! ! !*!!!! ! !** !!!!**!**!!!!!**!* !*!*!!!

logo FFTTESKGTGLGLYI
LSRELCESNQAR I

LDYRENREPEGGGSCFR ITVFAHPRKLS
NTDB id 120130 UIB01 RS02965 WP 038656723.1 FFTTESKGTGLGLYISRELCESNQARLDYRERPEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!*!!! !*!!! !!!! !!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


