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MKQIIGYLRQSTIWKQQSLAAQKQWIEA AR(KHINI QMINFYSDKQSGRIDIRINGYWQAIT LIQQGQCD LCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQITQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRNLKNAL

R R B T e

KL KLCQWYHVHILSVHDGYFDMDIYAFDRLKLNIFISLAELESDNIGEQV NG IMEKAKQG ITTHAPFGYEIYHNGTFINI RS
KLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHEIGTFIINQNE

KLIKLCQTYHVHILSVHDGYFDMDQAFDRIFJKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGE\FIINQNE

S TRV AL e VRN AN R Gl 25T Vealpufien

PTVKAVENYY [NGMGYKKIAQMLEED |4 INRJSPYQVRNII NPNYCGRVMNQYGQ NMFP IVST IYE AQUMIR QKIg KA

SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQHEKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQ KQ
0 LT TORRRTLRIY ] SRE o AG o R
K SQNQ\.KQK K Y NXTHN Tv Q SILAT R QLIS INTT
|93S NQLKQKIKCPMC TLTNMTIRKKEHTLRYYVCPNMNASRFVC FKGINAQINLENSIVLEWICAIDE QNQ[ Y KINps¥yI[eJe
TSSDNQLKQKIKCPCCNHTLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKSAIDK
TSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIK[AIDK
RLKRQRN EKHT.H.NSEQ\. EN.AQDK DAHFREQTQS\.R@QSQ ES STdQ RHHQN QQRFH.N \.Y Y gE H SKRK
R KRQR IEM WTLNHEQLIEKLAQYIDAETFREQTQSLRQQRIGE SIRNRYQIN INJQNIIQERFTLN LYPYI BINI K K
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQAPQRTTSINGHQIQHMIQNIIQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHWIQNIIQKRFTLNILYPYIETIHITKDK
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